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Abstract

From 2002 Jan to Dec, portion of mitochondrial DNA cytochrome b
(850bp) from 72 Formosan Sikadeer  Cervus nippon taiouanus in4
areas ( Kenting, n=56; Taipel Zoo, n=4; Green Idand, n=9; Urling Farm,
n=3 ) were sequenced. Five genotypes from 5 variation sites were
identified. Four genotypes were found in Kenting population. Except
3 individuals (3 different types), the rest were all belong to the same
genotype. Sample from Green Island and Taipel Zoo, each belonged to
1 genotype. The former was different from Kenting population, while
the later was similar to Kenting population. Phylogenetic tree from
different samples within the island and different subspecies from existing
data using MEGA 2 analysis showed that genetic distance within different
populations in Taiwan was relatively small. They could be classified as
the same subspecific population. The Formosan Sika deer was
relatively closed to Sichun subspecies, while it was distant away from
Japanese subspecies.
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hap base
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mageshimae 33
pulchellus 30
Keramae 29
sichuanicus 14
1 2 3 6 7
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31 Kt74 0009 L N F 15
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7. ( Primer)

H16498 5-CCTGAAGTAGGAACCAGATG-3 Kuwayama and
Ozawa,2000

H15915 5-GGAATTCATCTCTCCGGTTTAGAC-3 Kuwayama and
Ozawa,2000

pro-R  5-GTGGGGGTAGCTATTTAATGAA-3

L15408 5-ATAGACAAAATCCCATTCCA-3 Kuwayama and
Ozawa,2000

L14841 5-CCATCCAACATCTCAGCATGATGAAA-3 Kuwayamaand
Ozawa,2000

pro-L  5-TACAGCTTTCTACTCAAC-3
L83 5-CATCCTGATGAAATTTCGGCTC
R924 5-TGCTGCGTTGTTTGGACGTG
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