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DNA fingerprinting has been widely applied to examine the genetic variation for
the purpose of biological conservation. DNA microsatellites with short sequence
repeats provide high variability and high resolution in assessing population genetic
structure. In this study, three gymnosperms, Chamacyparis formosensis Matsumura,
Taxus sumatrana (Miq.) de Laub, and Tsuga chinensis (Franchet) Pritz. ex Diels var.
formosana (Hayata) Li & Keng were examined. In the past decades, human
overexploitation has caused the population decline. In this study, microsatellite
polymorphisms were examined and the genetic structure was analyzed. The
microsatellite DNA diversity within populations of Chamaecyparis formosensis is
high. Population of south-cross island highway with the highest level ogenetic
diversity compared to other populations should be considered as a hot spot, as
indicated by its demography. Taxus sumatrana should be protected at a high priority
based on its rarity and low genetic diversity. Tsuga chinesis var. formosana, in turn,
under low disturbance remains healthy in nature, as revealed by its high genetic
diversity within and among populations. Epiphytic and terrestrial Lycopodiaceae in
Taiwan possess distinct microsatellite alleles at each locus, suggesting usefulness of

the fringerpringting techniques for species identification.

Keywords: Chamaecyparis formosensis, fingerprinting, Lycopodiaceae, Taxus

sumatrana, Tsuga chinensis var. formosana.



F—F MR

F—F &%

¥t ARAGREF X

RSN TR A MO RERATIRA ISR AR (genotypes) A #H1& K
(alleles) &y B R E » FREMARA T LR L FRE o5 &R
(phenotypes) » —4w ASEBREE - EE R K F A E » RN LI A EF0 R
BAER - BB R F R RN R IR RS sty 2 g o B sbAE B ROEEE R
PrERZMFWENER > ¥R T ELHBRAAARGERYELY -

#£ DNA F 3| L 2R GBI RGEHFR G ZEPREZERRRZEY
R R > DNA J5 789 2% 4o R4 R #82F 69 X B & R (intergenic spacer) 2,
) & &9 (synonymous) sy A B » 3R G| ARRRABT I E 2T D
AR B (genome) W B X UXNR ARG RRARLZE S A FR £
(nonsynonymous)#) BB @ A S A B F I AR EGEmEH T n4t
LR AME LRGSR > RMPELMOGFE BRRAEA -

BAR LA E 0 7T # & ¥ % A M (polymorphism)&y % &> BRI AR A
F(heterozygosity) &) & 1% @ #H4% & B sk & & (allelic diversity) » 2, % & B 2 A 3
£ J% (haplotype diversity)fo LAsF 4 o £ k3K B ¥ 48 B & 2 2] 3% 2L 69 R3F - 49 5
A% % (genetic drift) %5 5 - A & (fixed) Mk 2 % £ K 694 R B A
B A 8542 69 & X (outcrossing) » & KBYERF > S RAGAR MR » ™
ERREFRABSGEGLERE  ALERREENSK - ¥R ZL%
BESH ~ DA TFRIIFARRAMEG BEHRBEX 0 FHARSEERFHR
Ko REBRBER &G TR OREBBRAEE) IR®ETHRFTLT
VEAEBRE E R LG E IR

A% % HR Mk (genetic diversity) % Bl Ik £ A9/ F A& R B R4k F 5t
2 (Conservation Union, IUCN)FF3RZ =K S IR TR 2 — > FAE
74 1970 #8089 1% F £ 3 Otto Frankel Bpi2 B A 4R A F AL T A M S L
4y & 21 ; Frankel 2 % B 49 Michael Soulé £ 42 /A 7T 1981 4 H pR 89 % — A AR
RERY BEAMEERTHRF £492 F o) 8% % & (Frankel and Soulé
1981)

127 ARG AT R FE R IF SN R BE R M A2 09 17 75 BB » P 3% 8 84 B %



FLBR R B S MAE DNA Z 54 R B E 2 Z3(1/3)

HPABBREENSBARUARSAMGSE EAIERTREGT RS P
B 252F AR R B B 1R oy £ B (genetic variation) » T A R B A9 MK AR
S BEEGEET > 28 E R F ey 477% (survivorship) > AR R Bl 42 & &)
2 Pk (fertility) Fo 4 78 % (fecundity) - 75 PP 7R 2] &9 38 & AL (fitness) - AR A % 895
FHRBFELFXIFEAXNEL THEESHRMYOZBEAZT THREEFH
B 532 B2 ARG EO%RBFIER > FARSUREBEK - Bib &
BHBAFRAEGEE AR HBHRRTIDRERGEFZ AN TH £
H B R F AR F E L (conservation units) &) & 0 IR SR F TAFR K FE o

HER - o FAEMPFRATOAF R R - EFIR LIPS RF YRR
EREREFHGF/FRETITMEBRE > L PR TEARG s FL5F » &4
THERACEEAERR G FRCATREG BB G T AL T RT Rere) ER -
—+v Chiang et al. (2001)# Molecular Ecology Ff2& % Bl # R 2 4- bk 69 345
W32 o PR AL K BT R AR AT AT AT RS B R
BT BREHERTEENKEFAHIENIEE -

BRSO FTHEBEBATESEEYARBREROHY  £E2ZAN
AP BRI B 8h c RS EGRBEREREEGAKTE L
HEERTH e bt REBRSGHEMARRBRACE B 68 LBmg A hA
%ok A HR LAY I R 0 1 — B R 3B R AR R EAE B RIS R AT
44 & (Sibuet and Hsu 1997, 2004) » #) ££25 4 #200-3003%, 577 » FA46 A $h#4
Wi K IEF% N 3t 45 78 (colonization) » 3t H B4 % ReyKTHE > H¥&iE—R
KITHRIRESHI0E FAT 0 — ARG B RAENREFAT o LKRTHRKEH >
B 5K KA B BE T (1204 R) 0 (BAF 38 45 & 1 & K I il 6 T A6 4 0 4R
FHR  RETHEDHBAEEYGTE > wEEERIKEE - £AKTIREK
RRER o R TH S A M@ EeErf  RAL—RTFFHATREERS > %
FEHE BMRA T 5% e) % A M B £ & (Hikida and Ota 1997, Chiang et
al. 2006) -

R B KITI A AN R ESNBIATHRE L ZT » o EAZ KT
R AE RO K B ¥R 1845 % BOR S a0 B M A AR K ay B E 1k - A
12F TR 3R F o do 53R ER Moritz (1994)8) & % ° TREPFR A 894% B B AL &7
3448 7 B R #f(monophyletic) » %4 AT APUT LR RA S BN S



F—F &%

Y4 AW 3% BF & % JRAE(polyphyletic) 2 8] % #f (paraphyletic) » % — 7 d > # R E
—ER TR GFERME T RV BRI EILGINE 27 genome
EHA S AR E B ARAKG Bk o AN LS o TREER G T
TR AT ERREHSFREHZE -

4 F 45 & (fingerprinting) £ 47 F £ f#7 £ 45 & (microsatellite) 32 £ 7 % i1 7
% 14 (neutral) B X, & 18 & R 48 89 5 F4Z 22 (molecular marker) » H #48 X RH &
HFHERBETRHRESEHTERNARS TR (3% R AR EHMEE 2 E
TR > Bk pBEAAAMBEHE AR CRART ERZNARERZ
— o MM RIS AT HY B # BN AT R B AE A BRORBF R R A B SR e Bk
AR > B R EWMART - AT RRAERAR G IR R B R EIEBR
JERM » LIEFBEA PHM > CRLERR LGB ERAENEHHFA L
Mo tRE A H e M REYIME

SHENHEMBEAESNHE ARG > FLNEAMMEEAERE
WBE 0 w LR RN A AR RS S RERRAEFLE
W BESHEMERTRAARLYGTHEUBEYHLIAMRERLR AR
PRFIAEE KM CHFRAZT — > BRI R ERE T S AR T
B ERHETHEMABILHGE —ARE - Rk RELHHBHRET
MR EEEGEB)IE—FAR > BRI —AASRBNEEEANE

HFERRAEDSHMEBRLSNHAERI  FHHL ERBE S HRMEAT
(hotspot) By At 32 © AR AR BRI s E A EK ISR A S E LA ERR EEY
W& BT EEGEENER BT TREMERRLENRT
3k B 48 % %32 (Morton and Clegg 1993) o i sb 2k BE 3% o842 ? B L2
BIESLMAFE A BBEBFERD  HENAEMENE  XBFRAEZERE G ST

FTRAEAS FHORETHEFREENRGE -

BB AR 0 E ML 0 AT B A ) B R BOR R Ay i A A
¥ A4E F)(Morin 1991, 1992; Raven 1992) - H ¥ NCBI (National Center for
Biotechnology Information) % # /L B B g2 3L > XA R EAMEMNAKAR
BAEIEER  HNEMZENERABRKER  WEAXFRER L RE
FEREE AR EMMICEMBERENER T ELALAMNGRA - 2 LE



FLBR R B S MAE DNA Z 54 R B E 2 Z3(1/3)

FARBENE N AR ATZE A WEEY S AL BRF RIFHRIEXZ
— o RhaNHEREER S FERY  RENBBACEAD T RE MR
B URMARBRFT I @A A I EMEER -

SEHEHNAERBRRABERA S RR R TS AMB AR 2EF
AR ERB L AR > AAEE G R EE MY E LR AT
B RSB ARNARLRMRET LA TR > LB LRGSR 05
BILBR S BE AN ECEBAMERT R &I o 448 (Chamaecyparis
formosensis Matsumura ) B Kt H ¥ R 4F ~ R 5 B3R F 18 R4 - A RANE
BT BSBREMZ— ;5 & F 4 345 (Taxus sumatrana (Miq.) de Laub) 3 R
REEAME PRAOFRAELZRBER LB SEMY > £43 458 (Taxus) ¥ £
L4 B B ER A 5 45 BE (taxoids) #7438 4 2 M g B B A & 2 (Nicolaou and Guy
1996) ; MB35 v 2 K48 A% (Tsuga chinensis (Franchet) Pritz. ex Diels var.
formosana (Hayata) Li & Keng) &g A E#HH4E £ ~ B8 o B 8 38 F o
WARABRFZ A AEAREBAZ— > dLBARCEYBALTE - BRERRR
ALEAHBRERME B8R iEnst - A RENRFTEAETE -

sbobh o 4 R B AT A F AT BP B 4 P9 (Lycophytes) sA & B 3 48
#1F9(Euphyllophytes) ; £ % » AEHMMFIT T X T ARBEARETHY - £
BEEMAMPITORBEOSHER  BER - REFERUARKRR - fB1a#t
(Selaginellaceae) ~ 7k 3k #}(Isoetaceae) ~ & & #x#H(Lycopodiaceae) % = #} R 4% 57
8 A % > F] 2 F (Schneider et al. 2002, Smith et al. 2006)° & #xFHE 9 A 37,4 4
EREMERREN - RAFVREYE  FEAFZFAL AR > BELE
BomRz, EEBWEER =R =+ =4  TH &%+ K Huperzia) ~ B>
J& (Lycopodium) B/~ & #x /& (Lycopodiella)(& k55 ~ 4= 8 1991) - ¥ » &
MBAWAE NBARR A SRR A A - M B A A
FAEAVBRAERE » A LBEGEHRE 1999) - Bk > &AIA LAeF A

WA RS 69 R R A B L B RN B B E 69 B i FHE M 3 SR A5 0 Bk

W e AP R R R SR B X EBE R T R R 5 IR 45
KN AP EM AR A FRARERZ AT A RIFOIERED ) B2 H
RENE » DA KRR EITERE AR GAR -

FAARBEAH B LBEEZNERNABRLBEHRRAEREBLBEEZNERA
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A FE SR AR 2 B R - R E Tt E 0 BT H R R AR ey At AT
R Al A

L RFHEH - KRBT BT ~ FEX)
2. BRIBAEY - FAMTEY (ZREY ~ BFXR)

05 MR T TN~ LR RY | BTG BT A
H, BE N1 AE 8 ARAIIMRMIN > 7-10 A T FRE T >
11-12 B 4T 8RE8E



FULRREAEMESAEE DNA Z SR B EZZ1(1/3)

f—h MEEH

- AR ST AW F B AT FARSE Hsu et al. (2004) 7 K o 8 R 48 X & B Y
T E g fits 2 DNA AR -

L BB MMM E DNA KRR R R A 5| 7 RS ALRILEL T
ZEBLENHRABR FERES AL LR ELERLEHE At

WA R G F IS ERTH LR BRI B EZNME AERE R H
BARZARGF > BALHBAZ s FH B URE ) FEL  #my EERE
REANBBIE -
L BB RSN AR R ARRENEZERL R X — B b B A s 5 B
Fo b G R BF LR E 5 TR -
. AR A R R P A B L B RN B LR 69 5 422 SLER ] A5 0 AP bt
B ol A E B RE  LE I EBRENE A KRRETEL
W& G AN MR BF B EL B ST AE R By - FAF R o
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— ~ REbE
R AT P S L BRA B LWL ARGIEAS - BF A EAS - AR AR B A}

WA EATIRAR > B —ERMBR3S A WE R B E E - UADNAK R

BRTEMBACGR 1 B 1-2) g i~ iR FEETHRE - £
B STH B HH B e TR 2 B R B R ATIRAE I 10 2 R A& 50 B 38 147 0%
BERE MR ERAR 0 £ BT O BREE T8 BARR B EHE U BRSWMER B X
A GPS sk — M2 CEEME R bk  HFL I ERHHERE
Bk BT L AT HR AR A 2 1B 05 2% S BE 38> B — (B B8 By R ER 4 4 3E R B 2
A EBHEHM PR E R BEE FEM RE RETHRE AE 10 2R A M
BB AT R BF MR AR 0 BT S ERAE 40 BMERE > R BERAWERE L 0 i
#| A GPS eék 5 — M2 S B BN B R I A SHIK -

RIBHEMBAR(R 2) : BAFERH4HN T RLERGHLE £ BTHRE
B 10 R % 5o 3B AT BUEE 0 S ERF 12 48 18 fE % 2E 110 (A8 52 > 5 — 188k
LAEY BB IR 4h R EE BB o

= K®mEI4:
(—)DNA I :

YR EAB A B IR RIE > BT R E L LURE RFE A E ik o #IA
CTAB 7 K (Doyle and Doyle 1987):#F £& i f& £ JB ax oty K 049 48 4% 42 8% 4> 8 i genomic
DNA -

(=)#1 A fifér ZDNA3| F LA R 5 8% % (Taq polymerase) f£ 7% B 18 3% % ¥k 38 ) ffdr
EDNA > fe 4882 8 100ul8y R JE & F o ASUR A8 % » 10ul 10X 4 #77% » 10uL
&9dNTP > /R 2 pmole#d 3] F & 10ul > & % /u A20ng DNA > 24 £ i 7K 44 2 100pl
A B F R AR EAE B A (Thermal cycler)ig 4T » @ AT3VEER - HAEMER
A2 1 92°C > 45%) > ¥ DNA &Y & % 4% M 47 B (denaturation); 49°C > 14-15%) »
{2 DNA#23| F & & (annealing); 72°C > 15°30%) » #4TDNAZE P R J&

(extension) » & # 4£72°CHE A 10548 - PCR% k1% » BRSuleyPCR & # o L 1ul 6



ELER R ABEEMMAE R DNA 2 54 A A R 238 3(1/3)

1Euy g &5k 0 421%38 B5 5 A (agarose gel) ¥ LA 100K 45 & B 30 7k 4930442 >
42387848 Lo & 5 4 B (EtBr) R 3244 » B4 PR iE A 89DNA ladder g 2 F K/ 8
B LERIIRBETHRERMBE -

(=)Polyacrylamide gel &k #|#7 PCR &4 B B & B & band 153

B — A(33.3 x 41.9 cm®) — N(33.3 X 39.4 cm?) 5 3% » 45/ B s Lk b
y-methacryloxypropyl-trimethoxysilane > =& | T H £ > £ K FH 353 L&
L dimethyldichlorosilane solution * [ BB R fo sk nak - FHR R KB ERILHE
AFRTF LB B A #H4Ew B 22 2 B B 6% acrylamide stock solution (acrylamide :
N,N’-methylene bisacrylamide = 29:1) > 10% Ammonium persulfate tA & TEMED
(N,N,N’N’-tetramethylethylenediamine) » £A 3:24:1 b3R8 434 4 44 #) F 4H 2N
W R R X AR AR 0 KPR R F A R B E BT IR T RSB 0 A A
pipette # 2t well 12 ;v X PCR £ 4 > #% % 2§ 7k /2 A\ 1X TBE buffer 3883 > %&£
FR T 150V ER AT E ok 0 LiBIRME Tow & K BI(EBr) & 3 4 #] 7] DNA
R B R E BT -

(M) TG E 54 > EEHFA Arlequin Version 2.0 (Schneider et al.  2002)
HEABEM R B TR T EHO)AEEAR BT Os2 R
Al & 18 §¥ (heterozygosity) £ % 2F ¥ B IRATAE 2 tb & o FHIE £ B (He) Al &
WRIE BT PTE R EME > &40 F (Hamrick and Allard 1972)
m ni
He=1/mXZX(Pij)
I=1j=1
EPmALARELYE nALAREHBARK PjAZ I BARENSE | &
A RIRE 5 BRI For=1/(1+2Nm) &y 2 X > B2 %2R TR AR R > &
TN PR RRB T B 0 A HOEBEE 0 m RORHEE R 0 BIEAE 1 o F0RBF
aAb#2 B Fsr<0.05 > RrmBFR & 4R EE 516> & 0.05<Fsr<0.15 » &5+~
WEEER 0 A2 BARE 0 5 0.15 <Fsr< 0.25 0 £ k2R B ¥ E o1t & Fsr
>0.25 > KRB BN & EE 0 P For KA EESIRE © Fse K
RAENEFEE BE L2 > For RAER R LRZE -



&1~ RTEWEA

—F HEfE

) F AL G A BATAE AR Z R B R

£

ot Y A AR
Rk #
Chamaecyparis formosensis S HRTLELOD 2423"N 121'17"E SS 5
) A% 53K o 2329"N 120'53E  TT 6
B I A L A3 2329"N 120'51E  T18 19
RIS R IEARE 2340"N 12047E  SL 5
o HERA AR B 23'15"N 12056"E KK 7
o A RR S B WL 23'15"N 12056"E TK 5
g O ZAG S 23'15"N 12055"E  KG 8
SRR R 23'16'"N 120'54"E  TC 8
L RG4S 20 4 154km 23'14"N 120'58"E  SY 15
Taxus sumatrana £ REZ BRI 23'40"N 12048"E  TAO1 2
ERBFTE L 23'31"N 12049"E  TAO02 3
Tsuga chinensis var. formosana & ¥ % %E L 2423"N 121'17"E CSS 10
) A% 5L Ao 2329"N 120'53E CTT 9
HEFRHELBLOESELIE 2329'N 12058E  CPY 6
= KRR P B WL 23'15"N 120'56"E  CTK 5
L R EE S 20 4 154km 23'14"N 120'58"E  CSY 10




FLBR R B MM E DNA Z 54 R B E 2 Z3(1/3)

R 2 A GRRBZRETH

miEL HE I A HARBR
Lycopodium fordii Bl o 10 A3
Rk 10 B2
BRA B % 10 D2
R 10 E2
Lycopodium sieboldii B L 5 A2
Lycopodium phlegmaria AR 5 B3
Lycopodium fargesii RIE 5 El
Lycopodium squarrosum RS 5 B1
Lycopodium serratum var. longipetiolatum MR % 5 D1
Lycopodium multispicatum NBHER 5 Cl
Lycopodium clavatum B L 5 A5
N i E‘a ﬁ R 5 C2
R 5 E4
Lycopodium veitchii B L 5 A4
R 5 E3
Lycopodium annotinum L 5 Al
Lycopodioum yueshanense B L 5 A6
Lycopodium juniperoideum NBHER 5 C3
R 5 E5
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LB R ABEMEY A R DNA Z 547 B Bk R 2 32 3(1/3)

2~ 448~ M AL I R

(1) #c4g(Chamaecyparis formosensis) (2) & ¥ 4 345 (Taxus sumatrana)




% &%

= RFEDHER  dFLIYRBYZRAARE

(—)écig ey Bt B -

3% Asako et al. (2006) & Nakao et al. (2001)3% 2+44 45 £ DNA = 3] F £24
(&3) H P11~ o388t 44 2 248 2 DNA > 518 0k 288 1-58 18 4% &
TR B AR R R AR RA L E B ARAUGRT) - £t A AR ST
(heterozygosity > & 11) 8545 3, - 3 #L.] & (He : 0.49242) % K- 34 72 848 (Ho :
0.44576) » B T 4TAR IR A BB 2 1Rk B 5 % TCOS2619 & COS1991 % ) &
STz R R R A B &2 &R AT el o B AIME(1.00000-0.04167)
% R FARME(0.33599-0.77216) » BAT AR 9 R A 4ig P AR BB E
B EE -

FAT A AR B LR (R 12) » & 0EBE 2 T 398 B1E(0.43182-0.54545) % K
# 3 1R RIME (0.36364-0.54545) - R+ B X FH EA ST RS
(0.52121) » AT ARZ%2(0.50000) » #7 F 42 30 & R 1K(0.44318) 5 B F i ib &
2 TTRTI188) £ A A F(0.43182-0.45455) &% R 4. iy 4 & (SY, TC, YK, KK,
TK ; 0.47727-0.54545) B A TAK(SL, SS ; 0.45455-0.54545)18 o £ #% 2 51635 #
(Fsp) (& 13) 37 ¥ A fv i X 5 B8 01645 B4 0.02136 8857 h #u & 2 3% % 30 1
BEE AL s AT HRZEB o ¥ AR B2 5 1bds $ 40.1238 » B MR E 1t
i Fo dg A 0. B #EBE 2 5 1b 16 B 40.03928 & R B8 % 1t -

(D FaabeBEg EE

LAHsu et al.(2004) 2 #4441 2 DNA & 38 0 7k A do F b S A5 A 6 &
d #4487 EDNA %35 F(R4) > ARBRE—BAREE > £RBT5—1E®Y
FABEZ AR (RS) - £33 EEA ST R R T8 BNME0.45) /7
T EAME0.55) > B dF LIS BB BEERIK AP RN ERAERKE
Z #%%£(TAO1 ; Ho = 0.5, He = 0.4375)# ] 2.\l 2 % 2#(TA02 ; Ho = 0.416, He =
0533)ABRSZHFHEE - ABFERB LKD) § RTRIRE X%
iAo [T B\l 2 R BE0) 5 Abi5 3 40.16548 » Ba T REEE 2R P E 5k o

13



E LB R NEE A E DNA 254 R B4 & 2 & 3(1/3)

()M B R

¥ Hugh et al.(2003)3% 3+ 154 3] F(kS5)» ¥ g ie s+ &R
BT E— BB A S AR (KR - £EESLIEHR LK) RE®
WBEZ b3 B3h A B8 % 5 1b(Fer = 0.1629-0.7333)

= ZhiEHZREERE

REELAR2AEFERERGELREZAENLEEE REWAEH
RIE(— > ) GPRAE 1988) - RLE R AR R E L E S E R ba 3T
AEHRIAE(— ~ D)EFRRE 1988) ~ NBR ER A BXFARGEEHRE 1990)
DEAELBRZABRRARE AL LT RALEE TEZARL(FIRE - ki A
1999) > 3w E LB R AN CHEHRERSKZ o RMENE - BRE
(Lycopodium fordii Bak.) ~ & ¥ & > (Lycopodium sieboldii Miq.) ~ 1% A #
(Lycopodium phlegmaria L.) ~ 4% & #>(Lycopodium fargesii Hert.) ~ 4% ¥ & 4>
(Lycopodium squarrosum G. Forst.) ~ 4% F & ¥5(Lycopodium serratum Thunb.
var. longipetiolatum Spring) ~ 3] F (Lycopodium multispicatum L.) ~ % %>
(Lycopodium clavatum L.) ~ & L & #>(Lycopodium veitchii Christ.) ~ L 3R]
(Lycopodium yueshanense Kuo) ~ 4% ¥ % & #(Lycopodium annotinum L.) ~ £ 44
(Lycopodium juniperoideum L.) ~ % #& % #>(Lycopodium multispicatum Wilce) ~
R # ¥ & #x(Lycopodium quasipolytrichoides Hayata) ~ /\%5 3 & #x(Lycopodium
selago L. var. appressum Desv.) ~ 4% & & #(Lycopodium pulcherrimum Kuo)
R A8 B K B #x(Lycopodium somai Hayata) 3+ 4 - ™ B AT FIPTIRE 289 A
+ 4 -
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k3~ 44845 2 DNA 2 3| F 5 %)

AR E 31 7 /7 71(5't0 3) 457 B (bp)

Co 31 F:  AACAAATAGGCACCCAACTTC ChHn 136
R:  GATGGTGAGATGAGGGAGG

Co 66 F:  CTAGGAGCCAATCTAAGACTTCTC (CT)25 223
R:  TGACAATGAAATCCTACAAGACC

Co 67 F:  CTCAAATAACTACCCAAACACTC (CT)27 298
R:  TCCAATGCCTTACAAAGC

Co 69 F:  TATATTGGCTCAAGGTGGGT (CD)13 242
R:  AATCTGAGAGCTGCAAGGAA

Co 88 F:  GAAGGTAGTTGGTAGAAGTATTAG (CT)22 238
R: ACACATGGAAGCAATTATAC

Co 93 F: CAAGCAGCTACAACAAAGAATGAC (CT)8 257
R:  AGCAAGAAGGTGAAAGTTATGAGG

Col1l5 F: AATACACAATCGAATCAATC (CT)3s 255
R:  TGCAGGACTGGTTTTAG

Col18 F: CTTGATTTATGATAGATTTGTTG (CT)16 320
R:  GGCATTAGACTTAGTGGATT

Col44 F. CTTGTACTTGTTGGTTGTG (CD19 229
R:  ATTTAGGTCTCTTTATAGTCCTT

Cos0319 F GCTACTAATAGAGGGAGGGA (AG)17 220-275
R AATAAAATGACAAGGGGATA

Cos1526 F AGGAGCGGGTAGACATTATTCAGTC (AG)20 156-188
R CCTATAGTATGCCCAAATCTTGTTGC

Cos1536 F GATCAAGTTCATAAGTTAGGATTG (CD15CC 194-260
R GTTTCTTTATGGAGGAGAAAGTGACAA

Cosl761 F CTTCCTGGTATGAATCAACT (CT)14(AC)16 158-183
R ACGGACAAACATCTTCTCT

Cos1874 F TAGTGCTAGGGATTGATGAG (GAT)6 195-202
R GACCACCTTGAACTCTAACC

Cos1951 F AAGTGAAATAAGTCCTCATCAAATCC (AG)16GG  184-254
R GTTTCTTCATGAACATAACCAACACTGCC

Cos1991 F AATTGCGTGATATGAGTGTGTGGC (AG)18 170-192
R CAGAGGGATAATTCACTTGTTGAGGG

Cos2126 F GCGAAATCAAGTGGAGTC (CTG)5 176-224
R AAGAGGGAGGATGTTGTAATAC

15



FULRREAEMESAEE DNA Z SR B EZZ1(1/3)

% 3(4) > 4494448 2 DNA 23| F 4 %)

AR E 31+ 51(5'to 3) 457 < B (bp)

Cos2165 F  GGTATCAACAAATCATCAAATGC (TG)21 145-172
R GTTTCTTCAAGTTTGGAATCAAGGGAG

Cos2224 F  TGGTGATGTCAGGGTTAGAG (CD19 178-215
R GGCTAGGATGGGAGGG

Cos2590 F  CAACCCACATCACCACCTGAC (CA)13 142-198
R TGGATGAGGAGAGGCAGTTGTAGTTA

Cos2610 F  GATCTATGTCTCTTCGGTACTATT (CA)13 177-206
R TTACACAATGGGATGATGA

Cos2619 F  CCCTACCATTACCTGTTATATATGTGTG (GT)14 171-192
R GCTATGGTTAGGATTTGGGACTG

Cos2667 F  TTCCAATTATAACTCATTATGGG (GDI3(GA)20 178-234
R TCCTTTATTCCTTTAATCTTGTTT

Cos2680 F  CTTGCATGTGTTTTTACAAGCTAAG (G113 160-180
R

TTAGTATCATGTTCCAGGTTATTCTCTC

16



$oF FikmugR

& 4~ & ¥ i 2 DNA 23] F 57

A H & 31 F A 71(5' to 3") 855 KA (Dp)

TS0l F AATTGGGGGCCTGAATAGAC (TCC)5 158
R CACTCCAGGTCATGACACCA

TSO2 F GCCACTCTATGGATACCCTTCA (TTG)6 218
R TAATGAGATGGGAGGGGTGA

TS04 F CAAATTTGTGATATTCCAATTTCCT  (AAAT)9 249
R GAGGTCCTACTGTCCCACACA

TSO5 F TTCCATCTCCTAGGGATTTCGA (TAT)6 235
R CGCTACAGTAAAAACACGCAGA

TS06 F CGCTACAGTAAAAACACGCAGA (ATAY6 290
R TTCACTAGTGATTGACGCCACA

TSO7 F CTGTCCTCGGTGGCTACAAT (TG)8 247
R TCCATCACAAGGCACAAAGA

TSO8 F GGGGTCGGACTATCCTCAAC (TG)7 255
R CACAAGGGACAAGGTTGGTT

TS09 F TGCTTTTGGGAAATGTTGTG (TC)12 271
R CGAAAAAGGTACCATGGAAAT

TS10 F GGACACCAAGTTCCTTCTTGA (AG)10 243
R

TGGATTCTCCATTCCAAATGA

17



FULRREAEMESAEE DNA Z SR B EZZ1(1/3)

* 5~ 84584 2 DNA 2 3] F 5 7]

AR E 31 F 5 31(5'to 3 EX: Wil + & (bp)

AAO0l  F: GGACTCTCTCATGTATTGCTATG (CT)41 329-303
R: CGCAAAGGGCAACCAAGGAAGAC

AA06  F: AGCACACACACTTACCTCTCAAG (CT)18 296-266
R: AGTACACAACAATATATCTTGGG

ECO07 F: GACCATGATCAATCTGGGAGTG  (CT)29 162-124
R: AGTTCTCCTAGTGATACACG

ECI10 F: CCTTAGGACTACTCTCTCT (CT)26 410-306
R: CAGCATCAAGGAAGATTTC

ECI12 F: CATTAAATTTGGGATATGCAAG  (GT)21 213-159
R: CCCAAAGGATCAAAATCTATTT

EE06 F: GGGTGTGTAGAGATCTAGTGTAG (GA)17 308-238
R: GYAGCATAAACAATGTAKAGATG

EEI10 F: CACCTTCCAATTTTCAACTCT (CT)17 141-107
R: GCCCAAGGAGATGGCTTTTGC

EEI2 F: AAACAACCCATGTTGCTTTCA (AC)14 190-158
R: CCGCTGGGAACCGATAGGAGG

EH032 F: TGGGAAAGGAGGGTTAAATAG  (AG)24 236-202
R: AGACCACCTTCTACCTCAAGC

AC07  F: TCTCTCTTTCTCTCTCTCTCACC  (CT)15 153
R: CTTGCTATTCATTCTACTTTGCC

ADO5  F: CTTGCTTGAATCTATTAGTTGAG (AG)18 173
R: ACCTAAACTCCATTTTCT

AE05 F: CCAAAACCAACATGCCCTAGTTC (AG)48 359
R: TAAACATTGCTCTTCCTGCCCAC

EDO08 F: AAGAGATCATAACCCAAATAC  (AC)24 213
R: CCCCATAGAAAATTGTGAGAC

EFO01 F: CACCACCCCTGTCTTTAACTCT  (CT)22 301
R: TGAAGGGTGGATTAGGGAGAT

EGI2 F: GAGGCTAGAGGCATGCATGGC  (CT)22 163
R:

CATGTGTAGACAAGATRAGGG

18



* 6~ Gpat 2 DNA 2 3] F 5 3]

$oF Ak

£

AR 31 F 7 %1(5' to 3') Vel < B (bp)

For A F: ATGCCTGGGCTTATGCCACC (TTG)7 283
R: CGGCCGCGAATTCACTAGTGA

For B F: CATATTTAAGCAATTCCCCT (AG)74 304
R: CCATTGTAATCTTCGCTGTC

For C F: CAATGCTTAAGGGTCCACAA (TG)11(AG)62 298
R: TTCATTAGATGGAGCATACAG

For D F: GCTAATCTACTACTAGCAAC (GA)54 310
R: CAAGAGTAGGTTTCATTAGAT

For E F: CTAGAGTTGGGTCGGCTGGA (AG)49 301
R: TCCAGCCGACCCAACTCTAG

For F F: ATCTGGATACATCGCGCATG (AG)25 267
R: ATTTTCATACAACCATTGTAC

For G F: CAATGCTTAAGGGTCCACAAA (GA)I7N(GT)6N(AG)10 303
R:  TCATTGTACCCTTTGTTGTCTT

For H F: GCTATGAAGAGTGTCCGTTT (AG)53 266
R: TTTCCACATCTTATTGTACC

For | F: AGATGTGGGAATACAGTGTGC (CAA)7 280
R:

GCCGCGAATTCACTAGTGATT
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20

&7~ gt 2 DNA RE 2 KB 2 A @A AR ARV &R — AR EZRRARA)

fERE\E H = COS2224 COS2590 COS2619 COS2680 COS1991 COS2667 COS1874 COS2165 COS1536 COS2126 CO66

SLO1

SLO2

SYO1

SY02
SYO03
SYO04
TCO1

TCO02
YKO1
YKO02
YKO3
YKO04
KKO1
KKO02
KKO03
TKO1

I
I
I
I

III
I
I
I
I
1Y%
III

III
III
III
III

I

I
II
III
1Y%
1Y%
III
III
III
1Y%
1Y%
III
1Y%
1Y%
1Y%
1Y%

| I e R e T T T T T T T T T T T T e T |

I
I
I
II
II

| I e R e R T T T T T T T T T T T e R |

I

II

II
I
I
I
I
I
III

III

III

P ]

I

I
II
II
II
1Y%
III
II
II
III
III
II
1Y%
II
II

I
II
III
II
III
II
1Y%
II
1Y%
I
III
1Y%
II
III
1Y%
1A%

| I e R e T T T T T T T T T T e e T R |

| e R e T T T T T T T T T T e e T |




& T~ (8B)tAig

)

oip

w82 DNA AR 2 A B E A EEARARAZARNNI-IV &2FR—AREZ REARA)

1B RE\E R C0OS2224 COS2590 COS2619 COS2680 COS1991 COS2667 COS1874 COS2165 COS1536 COS2126 CO66
TTO1 II III I I I II III II 1A% I I
TTO2 II III I I I II III II 1A% I I
TTO3 III III I II I I I II II I I
TTO04 III 1Y% I I I I I II II I I
T1801 I III I I I II I III II I I
T1802 II 1Y% I III I II I II 1A% I I
SS01 \" 1Y% I II I III 1Y% II II I II
SS02 A\ 1Y% I I I III 1Y% II 1Y% I II
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k8~ mFIH MM E DNA RE 2 AR E AR AR~ &R — AR EZXREEXRA)

1B RE\E R B TSO01 TS02 TS03 TS04 TS05 TS06 TS07 TS08 TS09 TS10
T01-01 II I - I I I I I - I
T01-02 I I - I I II I I - I
T01-03 I I - II I I I I - I
T01-04 I I - II II I II I - I
T01-05 I I - I I I I I - I
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& 9~ A MM 2 DNA R B 2 A B 2 fe 888 A AR 2 A8 B A (I~ &ow B — A B 2 2 R B AR B )

12 BE\K R ACO05 EE06 EE10 EH32
CSS01 111 111 111 II
CSS02 I 111 111 II
CTTO1 I I II II
CTTO02 I I II II
CTTO03 111 I 111 II
CTTO04 I 111 111 II
CTTO1 I 111 111 111
CTTO02 I 111 111 II
CTKO1 I II I I
CSYO01 I 111 II I
CSY02 I II I II
CTKO02 I 111 I I

23



10~ o 2 DNA AR 2 AR B A BEABARZARVI~IV 2R —KAREZ AR EXRA)

A&\ R R For A For B For C For D For E For F For G For H For I
EFAEA

1@ K G B 1 1 1 1 1 1 1 1 1
2 1 1 1 1I 1I 1 1 1 1
ARG R 1 1I 1I 1I 1I 1I 1I 1I 1I
HE LW 1 1 1 1 1I 1I 1I 1I 1I
VRS 1II 111 1II 1II 1I 1I 1I 1II 1II
o A

R TR 2% -- - 111 - II1 - - - -
e 0 . . - - - - - -
R I - - - - - - - -
2N I - v - - - - - -
ENR IS I - v - - - - - -
MEEThR I - v - - - - - -
EXT I - v - - - - - -
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$-F HiEmgR

& A~ 448~ dF L 3K RS R R i 2 DNA 2 3K B ok & B (Num.

alleles : X B & 2 allele # B ; Ho : X heterozygosity ; He @ F8:8] 2

heterozygosity ; Allelic range : B £ % & $6.F)

Speices Locus Num. alleles Ho He Allelic range(bp)
C0S2224 5 0.04167 0.68883 25
Chamaecyparis C0S2590 5 1 0.77216 16
Jformosensis COS2619 1 0 0 0
C0S2680 3 0.375 0.58422 10
COS1991 1 0 0 0
C0OS2667 2 0 0.49645 10
COS1874 2 1 0.51064 10
COS2165 5 0.375 0.33599 30
COS1536 4 0.625 0.49379 15
COS2126 2 1 0.51064 20
CO66 2 1 0.51064 10
Mean 2.909 0.49242 0.44576 13.273
Taxus sumatrana TSO1 3 0 0.62222 10
TS02 2 1 0.55556 25
TS04 2 0 0.53333
TS05 2 0 0.53333
TS06 3 0.6 0.51111 50
TS07 2 0 0.53333 10
TS08 2 1 0.55556 10
TS10 2 1 0.55556 20
Mean 2.25 0.45 0.55 16.875
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E LR R AEEMIE Z DNA Z 54 & B4k 2 & 3.(1/3)

R 12~ ¥ Ry 4 S A5 % EE 2 487 2 DNA 3% £ £ (Mean Num. alleles : 34

A B B allele #( B ; Mean Ho : 34§ %2 heterozygosity ; Mean He :

¥ 788 % heterozygosity ; Mean Allelic range @ “F34 R & £ £ &

&)

Mean Num.

Population alleles Mean Ho Mean He Mean Allelic range

SL 1.636 0.54545 0.37879 5.545
Chamaecyparis SY 2.182 0.52273  0.47403  9.545
formosensis TC 1.818 0.54545 0.4697 17

YK 2.091 0.47727 0.42208 8.818

TT 2 0.43182 0.41234 7.727

T18 1.818 0.45455 0.4697 7.455

KK 1.818 0.51515 0.37576  7.091

TK 1.545 0.54545 0.54545 7.091

SS 1.636 0.45455 0.36364 6.182
Taxus sumatrana TAO1 4 0.5 0.4375 14.375

TAO2 2 0.41667 0.53333 13.125
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% 13 ~ RAFMAT 2 DNA 15 5 2 4r 4838 1% 51t 45 B (FST)

Fsr AT PR E EF-E A
SL SS TT T18 SY TC YK KK TK

AT -

SL -

SS 0.1515 -
P RbE 0.1238 -

TT 0.1649 0.104 -

T18 0.1611 0.1852 0.0403 -
3R e 0.03928 0.02136 -

SY 0.0101 0.06 0.0064 0.0518 -

TC 0.0782 0.127 0.0744 0.1171 0.1079 -

YK 0.0069 0.1139 0.0059 0.0254 0.0585 0.0141 -

KK 0.1907 0.0509 0.0689 0.2198 0.0478 0.1461 0.123 -

TK 0.2691 0.1529 0.0086 0.0921 0.0374 0.0393 0.066 0.0278 -

27



E LR R AEEMIE Z DNA Z 54 & B4k 2 & 3.(1/3)

& 14~ RIFHATE DNA 5 B 2 dy ¥ 4o 345 1% 51646 B (For)

Fgr & KB Btk T 2L
4 KB Bk -
T 2L 0.16548 -

28



& 15 ~ AR 2 DNA B 2 4804 1% 51t 45 #(Fo)

FST Tl Ak PR iR &
CSS CTT CPY CSY CTK

T LBk -

CSS -
M RE 0.16129 -

CTT 0.37255 -

CPY 0.2 0.46919 -
AR E 0.51515 0.43529 -

CSY 0.5 0.55378 0.55556 -

CTK 0.66667 0.62791 0.73333 0.55556 -
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E LB R EEME L DNA Z 54 R B4R 2 & 3 (1/3)

30



R=0 R

— S TERERTIAGTITH

MERGTFAMZEDER  RETE2EHAEMPHHIALE > LHEAS
BHLABEAMPEORT A - EMRERGOARE AR BRZ2EUS
T4 DNA-Z G HEBEHE RRRANEFALZEREHM > 212
Wy FE B 4% 3t B8 3R M 48 E At by B & (Graur and Li 2000) » B 9842 5 F 35 47 8 Mrig
BB o A B F 2 44 R E(PCR)# #ir ~ & B % 74 (cloning) & » T & A #4f7
(sequencing) By i Fh % > HAEIF D FAMERAAMPH ERZ— - My TR
4o A% % 3% % A DNA(RAPD) ~ FR# 4 R B & & % %1+ DNA(RFLP) ~ 3
#%& h & &k B % Wt DNA(AFLP) ~ [ 3 8 % (isozyme) fo fi #i7 2 DNA
(microsatellite DNA)Z% % 4% B 75 7 49 48 38 4% S 0% 2518 1241 72 (Goldstein and
Schidtterer 1999) » H ¥ 4R 4% DNA F-7]|2 R Kk S A MR B R 5 FH &
H 4 (DNA fingerprinting) 4% E 2 A A R €4 > — 4w B S 43 F] Molecular
Ecology Notes Bf &P F] & Fi 88 bey X F - # A DNA £ A BN S &
v AL HER AT AR, (B B AL HERBE S A Y Rl T HALE ey g £
M 0 M F 48 O AARIEAR H B A7) R B HE 7] Mg R B R a4l o 5 F45
Bk F- A& i Jeffreys et al. (1985)A742 th » £ & & A E 4 5 514F A 4K 4t (probe) -
B e DNA A7) 4 3t BABRHE 5 A M - i ipde ~ B REM A 2K
BREHEAH LM RIBEMN - # B o F 16 KBHTE T AR AR 2L R o
£R > RE—FHRMEFIRE L RIEEES) E

e W 45 F A HF L4 T RAPDs ~ RFLP ~ AFLPs L &
microsatellites » [ 4% 3% 3% % A1+ DNA (RAPDs)#| i 5 A8 %38 45 R JE B 32 1A
Tag polymerase £ i FE 48 3% 25 RE M PR 38 AR B & F R B 0 A8 1% 4 PCR &4ty
PR HEE eI F R FHFEAREZ(45-60C) RAPD sl 10 fE kg #
MR IR AR F R E 5] T ARIKNBE T RITES > BLEA
MEBOBRME MESL AR EALAETZRRAADAERNI FHAAERE T
HAKREDNA F7)» BRER@kEFARERIL—HEESEK QLR
WAl FRHAOMEEE PIHARS R4 R & DNA 77> B mikmigieh &&kE
L QG THAEEASREN ki EaRkh&: @)
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FLE R AR E DNA 250 R A4 E 2 Z 31 (1/3)

3 THACE AT HBRKMEIF PCR EHAS A EREREREAAE
A o MR % M DNA T 1990 & 4 > B 347§ $ - T K283 DNA
SRR 0 2] 1996 F4a48 6 F 48 & A & 3000 & 48 B SRR © BRI S
e 2HER RelEhR BREE %M DNA (RFLP)A A & 8 7> R A% £ 4
Z_[R#14% 8% M ¥ B (endonuclease) tF A 7 A A B 40 > IR#FIALEL N V18 dh 4-6
IR, HER E—M 0 THRIE T4 E DNA B& > % DNA 4 4E
AN BMRF A GBS DNA R &&E > EmasbiE B 22 TR
EHEAREN - EEMERGUBRRTELE S HiEh KA &KESHHE DNA
(AFLP) £ % % & Zabeau and Vos (1993) % Vos et al. (1995)p732 i » & & 24
RFLP & PCR A7 ATt sk 2 35 84kt - RIZAFH A RAER B Z FRH] 4%
B 18§ T DNA R & 0 #1A €40 7] 2 adaptor # £ DNA R &% > £ 5
— =R PCR B¥4R 4% adaptor 3% 3t3]| F » £ S AZWMZ A £33 Al Atk
L xR LR ES Z DNA R B B3] F3¥m | B A @i —M
Z DNA k& > BB St PCR 24847 % =k PCR 8F > XA 3% &k 3 A&
BERBAREZI THTHELBRSE X R& > @ AFLP R T#H
RFLP &y4% 25 5h » % o7 Bt AR A2 PRI A% L P9 1) B 00 3640 0 2 B H BT 51 R £
B ARALTRAMER T8 ARG EHE - EEARERE S @

#2X AFLP Zhesa K > 2R F £&3Fx DNA S8 R 5 & A4 2 R K& IR
¥R EIRIE Ry B A B #4442 DNA (microsatellite DNA)> X #% % simple
sequence repeats (SSRs)» F4& 1970 F Bk 25330 A L7 AN & A MEeE
HAE P BB ER MA 191 F 5 —RCED AR T HEHMEL
DNA (Weising et al. 1991; Beyermann et al. 1992) » £ 5F K408 » — xR A F0 $)
AR AL 0 RAEMBAR AP YT EBAK > AL FREEFHF R AT
RB-HEMEHRE S  BEEEMAR A Y E EER AT R R4 5 (Candle
et al. 2000; Morgante et al. 2002) > #4452 DNA £ & 1-6 B HE A X T4
F3 o AHMERRFRERAZEAFIERZ AN~ (CANn B H T H K
(Aitman et al. 1991; Beckmann and Weber, 1992; Jurka and Pethiyahoda 1995) -

AWM RE P A A A~ (AT)n ~ (GA)n & (GAA)n (Cardle et al. 2000;
Morgante et al. 2002; Toth et al. 2000) » M E 4 AR A F 2% A (A)n
& (T)n £ — EF 48 /7| (Powell et al. 1995a; Powell et al. 1995b) ; 2 7 €48+ 7
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$-F FiEusR

R 5h o 154 2 DNA T 4 (1) % % F 4 (perfect repeats) » 4wt & & — 4% H 8L
FF ER R M 2 DNA » E48 57 8ETEOETR QR T £E
48 (imperfect repeats) » £ 57| ¥ A 4% — & £ 18Ik ER A% H BRITHT » ¥R
I EREE EH  3)#H A A 4 (compound repeats) » & F 18R ] % & &R
%A Z EMF P XA BAT 48 s (Weber 1990) 5 ARB1 3 X % 5% sAfi4ir 2 DNA
WA TR B §FLIH  BER BRI 5 FIE 8 K
B R4 T e 2 DNA BU(AG) ~ (CT) ~ (AC) & X » £ 4 inFHady it o i
$(TTG) ~ (CAA)##fEr 2 DNA » & — 5 o df B » 404 ~ @ F 4L 345 B4R
HARBRZARHYBABHZAEREY(K 7-9) BT 2 FHATEERGTIT
Mo # g 2 DNA PR 2 o F 46 SCE A T o0 95K B8 88 A Bk B

FLGOTR 0 BB LA AR BB 244 2 DNA A B A 5 53
PREAGRES > ERE EREHEL  HILERARBIEE R Z 449355
FBREEZEZARARAGTEHEARRAIMR AR ERRARUIN»EL8
WAL > MAEAIRFLERGRI>BERALRNDELGEINL > 8w
AT ARG B TRE A B R e 4 i@ B E AR - MARF L IH AR > Lk
BRAVERTRAAITELRFERE AR ARG RE » BZ2ER
REBFHMELE  BToFLiBRRANEHERER T TABEZAERA
3t BT A A PHRAE SO R B - MAESA e 0 TR > LbBR A T -~ H
ViR AR RAOLER X AR A RE > A28 EL2RLEL &
A RE Z AR AR T ABEZ AR LTRAAEREMEG LR -

= - hF LIRSS R A AT

(—) %4z 48 (Chamaecyparis formosensis) 3¢ /& »> #a #} (Cupressaceae) & 48 /&
(Chamaecyparis) > % &€ B A > RIFEFLIFR - HRNE  EZ29H
7 HER 1000-2900 2~ R#) F & B E F L & > W Fe & R A8(C. obtuse Sieb.
& Zucc. var. formosana(Hayata)Rehder) & H 441 3 81 KR 4 I R &bk > B
EoA B8k FTETBRLEERAMT  ploEFRFTEL - R
EZIBUBMATBEG LU THEREHERNGTLE > ARAMERRIF - FHE
BREERGH  BERANEE T - T - BIERH > AH&AMZ—
X B &gkt R B bl > (SRR ATE R o A E LR & eEE



E LB R NEE A E DNA 254 R B4 B 2 & 3(1/3)

B AR EEN S BESARARRFEARREZEERRZ—
MABRRESZE  MARKFEMRBFEZRTFEZ—  RBEMHE
DNA 2 &R BT > s A L EFIN R BF R R A & T LA R RME & » K& 2P
SNHEBNRARSZEESBEE  RAZTZRIRALEO I H EREB R
&~ BB E S > w LEFINEBR R A BB A& 0 BB R R EARK
ZERET  RABRBDAREARARSIEREREE  §HARRERZ &
AR B > BRI AR B L IS Z EAATFHARLIHIER
& R ERZARATFHRARFEEIZAMAMEL ~ B w—% > KARE
BRATERABERT > M T REASEERADZ EAHEARK > AETR
N R GETEB AR 2 A 0 AT T B AL B3 e — R 2 AR A B iR
B R EHERIBEXARERERBERY MRS R ¢ Eatdik
Z AR AAH R ARSI EGREE > AT ZLE MR RE > B
A B FANE R ABBRAITE L ~ B8 — Rk RERARAF £ M E R
Yo B REARA RS R Ao A LB REELBREZ
B—EAFEE O RRASARERE DAL O X AR KR B RBEH
% AR BRAEZATHR  ENRARSZERERERE BhRIS skt
AAEE > BRATRAEMERFTLILERGGE ~ RibE LA RSHEHER
RERERUETRATIMAY @ BrAPUTHREE T BREN > riaxié
BRRHPAIHRZBRSHEMEBFABRLE  AEEREI A YT LA
REBABRSAGREEZ MRS > B L EREER TR EAE
FEY  FRAARSZEESHN  BLARKT ERIALE -
BRI R W > BRETECGE DA T REEM GRHEZ
oAb ds BAK(FST=0.02136)X & #2E ] & B2 % 54t » o b 332 & R 31 018 22
BAMERZARA  HAXTZRARNARBEECHERATEZARA XL Y
BARRRAERMILE £88E 5L MATKRFN PR ERSEZRES
AE(FST=0.1238) > 1240 dg 4z 3b & #E BE 47 £ B8 % » 16 (FST=0.03928) » fuw L AT
N ERBEA B EFAR AR > ERAATRGEREFEEER
AN BRI E X R  AERNEFZEE SR RBE T P RAGRN
W72 & P9 2 0 BF b 45 #0349 1K (FST=0.0374-0.1079) > BA w12 & N Z W BEA
AR RAREN > EREEE NEHF ZIIRE R E LKA AR 2%
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BESALIEE A 0.1515 > kB AYE ML R XL L H ARG
AFER B G RE R > B bt R ReBEH 23 7 E bR o

(=) # & 3 % (Taxus sumatrana) 2 J§ > 4 G 4 #} (Taxaceae) 4= G 45 /&
(Taxus) > & 25 A7 2600 2R G LE > HEERLEH D - B KM Y Hoth
-~ BAEY T ARSI RESE > BEORANAEZ C LA A X%
REBAREXERER  BREGBH AT A LAHD 2B K
HAL R LS FLIMBZIRELE R > HXBABEHREG HE LA H R
e MAFREIYBEMEERABR T BB SEMY > 2E2XRAZL
FEERKTFF LA T brevifolia) ¥ 4§ A 3 B 2% 44 BF (taxoids) # 7> 3 4~ &
M B2 % B A 2k (Nicolaou and Guy 1996) ; Shen et al. (2002, 2005)3% % & & &
MIMERZEYEQEHN IR RBAR i LRI Rk EHHBT
MFLIMNERENE  HEHN R EFEARSZEREREE > LI
WA Z B S TERAMA045) R 2 4 F A (0.55)1K » 887~ vy 7F 4 S A4S W BF AL 2T
IMEAR BAKG BB EE 0 LLBRR AN S REWRAARARFT 2 L E# 5 RE S o
L35 (& 14)% 0.16548 > B2~ sb B % BE 2P B oAb EH - ho b R iEEE 4
ARRZARA > B rmBEHME D EARRIAR - LI RATH R
B MEMHY  —RERBEBMHA C BAZIHEY > ARNEREREL
REERERZESHAZAF LIS T EAMHY » BT &K AR
REOLHRIEELERARETREGCBE  Braf oW EeRET L E
BHREAN S RFEANENEEAM SR ROAARE RB TR
RREFRE > MRFERZEZUS TR QIEFMERT  EHpeER
B EEUE RN AS 0 A5 HNRBEE KNGS R - BEAhEN R
fir ~ B EA BT BAAEA A o FHRAMTR AR E L - i mHEER
BREERAEZHLAY  GHERBRAES VR AERBEYH TRARSHK
T BHBENESIAETERY BRI EHE K 12N EEH
B B (N K % %% 2% 8 )(Frankham et al. 2002) » B7 A — #8048 B e 5 H &)
AR ETARBLRE > RANBRSMEE S THHTE S MAATEE
BAOBRFTRLORUMERZ AL > FENAAMER IS HIWREFE
AAF  THRAALREAEREZARRAARTHLHEY L > WAL
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FLREAEME MM E DNA Z 5 W R B E 2 E 3 (1/3)

BRERIRAE 1949 S EH I BRRBY > RA MBI ARE B —HHRA
RGPt R E ARG EL 1980 £ %3 npE S0 E/EEE - {2
I R, % 78 % 1B (inbreeding depression) » # 2 B ¥ /7 B B K -~ B E ALY
78 & f&(Laikre and Ryman 1991) » sbAEfRF ks R AL & £ B4R A KR E 691
B> 2N RELE R 0 iR B A A F(homozygote) th 5] 38 & - i pg 1E1%
BEEERL HHEARFERRBLBRBIRAE MBE - Z LB LARI
BLi@ it f & 0 T3 b RORBF R BB B 0 FI BN RERFEAR G
BT ¥, B 2 i B 2 (Madsen et al. 1999; Westemeier et al. 1998) » {2 € &> H i1
MRBME BRI EEGREEARSGEFE  HNBHNIEER
5 F 8l o ho B FG 2T A7 2B PT84 topminnow fish E %% B84 1978 <F A 7T IR 34 ™
R 0 MRS R AR —ERE 0 BT R B & 0 FRE K
B m B BELBIEMEANEE £ 1983 £ 2 T3 %30 EBEERIBRD
HBAE  RARVDR 7 R IR #0R BE 89 % % (Vrijenhoek 1994) -

WIZmFREIRT B LB R4 8B GAEEE&HE > N X EIRE
FREY e R BEFEREESTHE  STRFAHEFAEAIERHFEALS
TFLBIRABEHEE  UREHEEDHBIRAEFREARSOESF
B o HEREEARRABRALWE  REBRL - ALHAENIRT EHD
BRI EF AN EM SN KPR E g SR amEt T
REBRALEAMY  CAFSHRB T MR ALEESHN > Kot
REFGLEEDERBA AR » RLZ ENMEEE S ARMORT ~ 3T
TERBEREBEENGRT BRI AEGERNIEE - — B hF L IPE
B EB DT TRERMERR > AT RBALEHME AT O F I
MFRFRAFTALEANAREGEY LB ARRIGEHZ ERS EEERALNS
REBM(TAOD) 2 d # 4r G A48 W B SMRZH(TAO R A B 2 5 &% BR
TERERWIIRGFZOFLISEARSGIERNS TFILE » AMEER IR
HLEREKE—THERK

(=)884% (Tsuga chinensis (Franchet) Pritz. ex Diels var. formosana (Hayata) Li &

Keng)#k B 742 #+(Pinaceae)4 A & (Tsuga) > A& BB R G/ X E5HNE
3£ 2000-3500 AR Z L& » FHEALTEBIS RIRAMRSIE B Rk 0 %

36



FoF HEAER

R ER R~ LA ST ERANRA - (R THERBHEHY A LA
% R BRAAET ~ BAFZRRMARRBI R ZREK > AR THERE TR
Bk AE R ERGHFHRThoECBEFAR S - ELBE R RN
B o RASAS B B AR R AT L BBG  m ERIE LR LRESS
ERAGLEREERZEFEZHRARE  BARAZTLAR L CEEEZMEZ— M@
SR BB, THRNERSEEZREREZ L RN IERTY E
Ao BIFEMEE DNA ERETE—BEHMYBAESZARE > EdRF
ZAREAGKTRARWHERELZR  EE S THEKERTEAGTITHN -
PL B AS R Rl R B A o AbiE 8GR 15 B R R B 2R HE 5 b(Fer =
0.1629-0.7333) > BA T B E VP AR A E A -

HMWERAGAERT LR ERBAZT— > HEMRAERRAEYER
TR BN AKTETIER % BRI A A MBEFFOHE R BRI AL
HBTBEXTHZIDEORE  HERFHARELEELAERAEEE
RERAEZZEN)REMMAG  aNAMA THEAFTEWMELER
Flahasit > R ER X FHREH T ERAEWME T RO BN AR
4 RBRREEEFEE > L RBEITHREFAL A ER L AR F AR A2 5h
AMZERRERE > Sb— R R R RRES AR T 24 A R B #EHRIT > £
BN — B ERHIES B EFM AR W EALETHERGBSR &
BRI B FEMIE o > QFIRTF C AN TR IRERE B
HomETREBED TR EFETE > R ARITHAFNE
5> BHARZANBHESERURRFTE > LT EEXRAANER Lk
BHE W EFLIEMBHEIEKRATEASEERREE » B 2RIFR
AR — B RERESRYEIL BEMREESREEMREARER
TR Q)T RAJI  FMERJALHY > @B MAEREM AT R
RAFERZ— MM BE—REBARSEEAARENRE T B B—BRETFHT
AREABPARZEMENE > B ETZERERIITETRELEFTNS
WA A F AR R G T A BN RAE MR S AR
I EZETFERFMERRTHAEMBE TN  £HEMFE - EEARARE
WA 3R R T RHk o
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FLBR R B S MAE DNA Z 54 R B E 2 Z3(1/3)

Z iR H IR ZRT REES:

WAL B ROy EAE S 5t T o BAERE ~ WRBF N ROREF ] =18 R ) &4
&R o T — e e BAR LA B A 115 A F (alleles) H £ A AT (heterozygote) Lt
BIEARRE ~ EBF N BRAEER 0 - 0 SRR EG LB R IR H hiE
MEN+mEL; kst MRS FEERGIH TR B LG A ARG
B HRMEA B LN BB AR R TENE R > WA R
MAERT TIEEMAHE o £BITHRF BT 4 —EEEF SN B
/4 Evolutionary Significant Units (ESUs) (Moritz 1994) &y 448 2 F 34 % 32 E 4
TEHERDER - Bk EEITHRE TAEZAT > BT LAS MR AT
BAEE ZRZI > LEAKRBEEREEARREEALERESE—A
FTHAREATERRAH L L BHRFEEZRDERT TFE2 ALY B
oy 0 T B iR D B E R B RAN BRI A @R E -

FaROPRE Lo A RB R R E R C B S AT ER
BERARENBELRBELORYD  EERRRAND R ARSI ERE R
B AP Xudibe 2 b RARHZEESEE  REAEERERY
e BTRRERLABRRELGE BRI HN NIRRT OEA LB
G FERPRGEHZERRIRK > TREMLAZAZBESAME - MA
IHGREHNRAMEREREELR ALY AR EEZEREER
ZHFREBEATRAE  HEH A BOBRF LA XA A R S R

MAeGFLISHRT L FIEFENEESTH BEHVFRRER
AR FAR » L@ R nsk X AR RAY T X - dmiTE DNA pifEEx
ERALSTFEENBAE  Brh oI RBNELIRENRE > — 2
HrHERY  BREBEERK BRERFIDELS R4 HBFL
SA IR RATH @ hRRR IR RS e ERAFRG
BRE R EZRBRAITIRE BT TAF » 8 % ¥4 345 FF SN EBE O IR
8 o

EHHORAT L BMARERERERA LR ig R B FELIHNEE 2
SRR EFEBS R RARA T ENERSH ST RAERA
BERSLZBUEE > BUEREE &SR BRE AL ERBYER
M BB RSN RBEE T > TENBMBRERZEH TR BB

g
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BEBERERE > PRI BARARFEORE  BRARAL L w3 E E
B AERAEEBRARTREZ — ERLMEZAERKRFTHM  FF T EHHE
FAERRPFAEERBZA > RRAAMESTEZIRRAY » HHRAZHA
R RRHHRIGHABRRY B -

EZHIEZITRER - BARRIBAER > AERRSTAH T EZHEE
BAE > HEmAEAAZTREAKELERZERE T EAAZIARA  BE LR
REFET RAEE R EF SN » R R AR R REK > o P
BAAG BRI E LA R » SR E 22 AR Ayl - E1% %
MR EBEAERRTOEES > BRAF LITIRAMEZ EF AR
FhREEMZET IR EENREH AN A RS SN
BAEMEFEILR LI AER > B ERNBED LG F LR RETFRET
HEEABSHZBHE > ARERAE ZIEHILHE F A mE S EBRER
AR EH B E BN R IR RERPETHERIR > RAETH A
YRR BRI R IR BRILFIIT A EXAR T RS ARFHF L
TEBRYREREZHRAHN A RARGER > R ORMEA - £ BAER
FABBRILTHARAEERTOERME -

W~ KRB EA Y R

&R T R A 48 B e 4iiE 2 5 7 R B 44 haplotype 3 R — 2500 40T B8 5™ 48T
2 7| A # haplotype 7T i R 5 #46 ia#H R BB S X 78 P 04 £ B o L PIEIR
oy 2 EKATY ki TRESALHE > Bt 11 BHAREHERE - L F
ktnTRBFR1E(EA AR E For C~E > AH haplotype B A C B FRE » &
FTRABKE IR ARESLSHBAGKAIAR

HhEBRBZAETNME  KAREOAEBTEAN G REALARE
ForA~I it A R GBI AR AR E ForA~C> TRAMAN GMEELR L
WA E R P R B locus A A AR EI ) - Z AR B A ey A H E ForB -~
DT A A air s key - Bt BB BBEEITESMFER F &FH
[4a3E ? 1A RE ARG RBIAR BRI M ERFII R BKERZIARE -

AHBERHERE  EARANBRER -SEoh -  Ehoh - HEL
WUBGEBMEBRBERS 2H N EE FRERLE - MmibA A bkl F
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E LB R NEE A E DNA 254 R B4 B 2 & 3(1/3)

ERERBIFTERZLLE PHRLE A A RN G L GHR B
WhlF > FHMERBEEERERNSFAEEESHERLE - B EFI A&
ARE ForC RAE > THEIINFER AR G ERARE For C Z42%
&) o BAsw locus For C T £ & X 3| A R IR B E -
HERBAELEZTFERNABRAMEMR > MIMAEE OB RFAEY &7
HMEEABREEE R BLEL0ER  FLERIRHFCOES
BERENEN - RS- LA NG RE ARG AIEBEMAF HERKLE
BHAHBEAESBNEE > ARBETRAN AN AR BRREE
WREAR > FABIN A HIBEGBR AN GEE o o AR | e 3R
BRARE > REKMGRT RBELE 53 BIE o ARG R0 P B~ %
7 B 35 SCHA R B AR R A 7S R R R ) Bl 69 G i #H b 4h B A $8 o se
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M EHLERBBERARFHENARARSZEBERERE - AV H#HP
BB X LB FREAR TR AR EEBIA > GBI HEER %
IERAARMORACHAIMRARSERERE - G IHBREE
BIMEAMBVERGR  mEEAEFREERKB T FLISEMEE R
WATHRF RAR - M BEHHNRERA - ARAEHS  #ALEEFELT
EROBERTHRA S E LML - oL AR RREETAY
£ R THD AR HREI > BE A R0 i & e %R F M e 1R
7o URF R LE B RE SR

=t RHK
BRORFTRSENETMERBFEZ > IR UBERAETHELET
UHET X AL FA R IR EREBEEAE T AU EHERE > M
BRI B E > (248H TSR F A TR TR - % REH
BERY  -MHEBLEFN - UAFEBRGAERS  SFHEERSHM
RBAHAERY  BARSEBFEBEEOMELDEIIEREAEHFALTRE
ABBHAHEE > W ARBEN AN EELIRAG T TR — Bz
BEREEERBAETRAXINEFRGYEFRFRAEEIRD - MHERLE

AR AR R B A BN AR A
BENEGRIHRDENRTRBHERY > RETURMAAL T
% RITUHHEENIMEETHILEART TAF > 48 - F IR
BB ELRTE - BARERAEAMZ — > BEAATEHNELTIERE - %
B R BRERHERVE > FRMEIRERELEAARE > BHbét#
EMAEBITHARUAEBABMERSZEZE - oA RBEREREAR BN AL
MAEREEEIRT R L BARAY B IREABEMERERBERS
Ao ABABGRA B B R BN AR B ATIR T B 0 X BT HN 4
IR B RAE M R M RSN R R T8 o I AT SRR
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E LB R NEE A E DNA 254 R B4 B 2 & 3(1/3)

EMHD BB B BUA 0 R ATEIN R A E IO R T ERAR T B — 2k
B BB 5 A E 0 SURAT R AR F do R IR~ RIKA B THEE > Mk
BARGF R ERT - B R ERGE UG HEITRGF - HIEEF AN 4
FoFoas2BRERE  SEEBYRABHIAREY  ZReFitk
TR R D NBHIE 0 A BINBAS R RO IE AR o NG A FHE A AR B Y
AR EEGE RILERE— S L THRAZIAME  URK I FEH
X EBRRERAR - AT ABRERNELE G AIRBFZ AT R ol
H R o

AMERMOSERASHMN RS EERER SN K PERS
HBMERAFRAREREZ — > HE— B RKEE SRR TREEBER
RO E MERBERD - WRBRBE K RhA S E2EE SR
WAMTE RART KGR HIFAE T TR RIRE WA B SR R
— o RVNMEBRATFEBTRIERBEERR R T HEDELE T TS
HRNRGFLEBAE TR HTENRILEAMIRE WA SRR EE
MEBEITERABPRE AR EEREBRIEAGEFEE 2 A M SR -
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AEMGRE TS BERE EEHDRFEPITHM TS T I BRI B -
RATRE M=t EPATHRI TS T2 Mo B3 F -
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FRAE-ERF-EBRB-EFT DRE KRER S FHA - FaE (1988)
FLRARAEMLESHT REDAEARTRE(— > 2)c NBEFEEF
ELBERAEEERHIR

i E (1988) BB RAE R ELEEE RMEH 3B ERTRE(—
=) NBEFERFELARZAREER ER

FFmE (1990) NBMERAEZAL - NHFFTEF I LRAZLAEAETER
HR o

Fmh (1999) e REMEA®E - TRREEZREGHIR -

&~ kA (1999) 2 LR E AR RLARGBE LK T REEE ¥ 1 25
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HEEHABAEFAREEF EHZRMHE
BMFGHE ZHA)

Mt 4% —

BEEL HENE
RICF A |8 REemiE| PUTH B EHBER

(R e HBEHERHIK) | EZ T
HA A S BEMERENRE | 40 QAAN-94 A E MR o e 610,000
& BB LT BEI B e B P CHE 800,000
&R AR BEMZITIR | 4 4/8/1~95/ | ot & B E 920,000
ELERAMXEBBARER| AR xwrrar  |esk 450,000
& RRMMPA KRR MG BBN~94 g o o % 1,432,000
&M YURIER LM ZIIRE 93/8/1~94/ | ot o B E 900,000
4 R HME TR BB R G T3 A 92/8/1~94/ e g% 1,411,500
& BT B FAT (R D LKy N2B/N~941 g o & e E 999,800
ERHIE LM A RAERNA 0, RNy 5 o = 1,000,000
INCSTEN A T TR VT XY G e O L4 % 450,000
& RARMPA KRR MG VBN~ g o o % 1,291,500
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o FZEEEHEB LSRN ERXE 230249 B - THREZ G
WEs By e

IR FAX > FEM R BT R~ BHEK (2004) BE
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EEY -~ RAA -~ B EM - ZEE (2003) £ ILFE LM EIRAE
B - 6BEMARALZAFEAF W XE 140-145 B - B3l
REEMMHEZR -
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