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 摘要   

摘  要  

關鍵詞：梅山口鐵線蕨、特有種、天然雜交種 

一 、 研 究 緣 起  

梅山口鐵線蕨為台灣特有種蕨類植物之一，目前僅知分布在高雄

縣梅蘭林道，族群數量約有一百株。由於分布侷限，數量稀少，極待

有效的保育。本研究探討其分類地位、生殖方式、及可能的親源關係，

以提供保育參考。  

 

二 、 研 究 方 法 及 過 程  

梅山口鐵線蕨與其相似種作形態上的比較，並予以學名之合法化

及形態描述，透過人工繁殖確認其配子體世代的發育，最後，由葉綠

體 DNA 鑑定其母系親本為何物種。 

 

三 、 重 要 發 現  

本種與鞭葉鐵線蕨、馬來鐵線蕨、及與半月型鐵線蕨外部形態相

似，但仍可由植株毛被物、羽片羽柄長度、鱗片形態等細微特徵與本

種區別。目前並未發現梅山口鐵線蕨具有正常發育孢子，且孢子不具

發芽能力，族群須靠葉先端不定芽進行營養繁殖，推測梅山口鐵線蕨

可能為一天然雜交種。另外由葉綠體 DNA 資料得知其母系親本可能是

鞭葉鐵線蕨。由於過去本種學名並未合法發表，本研究於執行期間，

正式提出將梅山口鐵線蕨命名合法化。 
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四 、 主 要 建 議 事 項  

本種正式名稱之合法化為玉山國家公園管理處提供植物分類上之

解說教育實例。本種推測為天然雜交種，提供後續演化研究的重要材

料；由於分佈過於侷限狹，數量過少，建議管理處隱匿分佈地點，以

免有心人士前往採摘而致滅絕；區外保育則是另一刻不容緩之事。 
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ABSTRACT 

 

Key Words:  Adiantum meishanianum, endemic species, natural hybrid 

 

 

M o t i v e  

Adiantum meishanianum Liu et Chiou is an endemic and threatened 

fern in Taiwan, distributing strictly on the Meilan forest road, 

Kaoshsiung County, Taiwan. There are only about 100 plants in this 

population. Due to its limited distribution and small population, 

conservation of this species is urgent. This study explored its taxonomic 

status, reproductive modes, and possible phylogeny to provide useful 

information for further conservation. 

 

Method and Process 

Compare the morphology among this species and its allied species, 

including A. caudatum, A. malesianum, and A. philippense. Explore the 

reproductive mode of Adiantum meishanianum and trace its maternal 

species based on cpDNA data.  

 

I m p o r t a n t  f i n d i n g  

Trichomes, the length of petiole of pinna, and the margin of scale 

are reliable characteristics to distinguish A. meishaninanum from its 

allied species. A. meishanianum does not produce normal spore and 

reproduce asexually by vegetative buds of fronds. It is suggested that A. 

meishanianum may be a natural hybrid based on its abortive spores and 

 IX



reproductive mode. In addition, the maternal species is suggested to be A. 

caudatum based on cpDNA. During this study, the name of Adiantum 

meishanianum has been validated. 
 

 

Suggestion 

This species provides an effective education material in terms of the 

plant taxonomy. This presumed natural hybrid also offers a suitable 

material for further study of fern evolution. However, the restricted 

distribution and small population make its severe situation of existence.  

To protect it in situ, the site of its population is better not published. In 

addition, conservation ex situ is needed immediately.   
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第一章  前言  

第一章  前言 

 

鐵線蕨屬（Adiantum L.）為陸生中小型蕨類植物，現有

約 150 種，廣泛分布於全球，主要分布在泛熱帶地區（Kramer 
and Green, 1990），由於鐵線蕨屬植物植株型態優美，因此

其中不乏具有栽培觀賞價值的種類。根據最近出版的蕨類植

物名錄，台灣產鐵線蕨屬植物共 14 種 1 變種（Lu and Yang, 
2005），其中並未包括梅山口鐵線蕨 (Adiantum meishanianum)。 

玉山國家公園境內之梅山村地區剛好為此種特稀有植物

的發現地，目前是全台唯一的分佈地點，對其起源仍然不甚

清楚，因此本研究目的有二：其一，初步釐清梅山口鐵線蕨

於植物分類學所佔之地位；其二，進行此種與近緣種之形態

學、孢子發芽、細胞學、與分子生物學之實驗性調查研究，

以充分理解其起源。得出之結果可提供玉山國家公園管理處

學術研究與經營管理目標之參考。  
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第二章  前人研究   

第二章  前人研究 

 

梅山口鐵線蕨（Adiantum meishanianum Hsu ex Liu et 
Chiou），是許飛霜先生（1993）根據其採自於高雄縣桃源鄉

梅山口的標本（H2114, 1992 Oct. 3. 高雄南橫公路梅山口梅

蘭林道）所命名，為台灣特有種蕨類植物之一，目前僅知分

布在高雄縣梅蘭林道一帶(圖一)。由於許氏發表的梅山口鐵

線蕨的過程，並不符合國際植物命名法規的規定，因此這個

學名至目前為止仍為不合法的名稱。本研究於執行期間，由

林業試驗所邱文良博士等人（Liu et al. in review）正式提出

將梅山口鐵線蕨命名合法化，並投稿至國際知名植物分類學

期刊 NOVON，稿件目前正在審閱中。  
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圖一、梅山口鐵線蕨分布圖  

 
梅山口鐵線蕨最早由王弼昭先生於 1983 年在高雄縣南橫

沿線的梅山口採獲（B. J. Wang 3025, Holotype, HAST!），隨

後由台大植物系郭城孟副教授鑑定為新種，以手寫的方式將

學名註記在標籤上，但是並未正式發表在學術期刊上，雖然

1997 年所發行的台灣維管束植物簡誌第壹卷（郭城孟，

1997）記載這個名稱（Adiantum meishanianum Kuo），因為

缺乏合法有效的發表文獻，因此在台灣維管束植物簡誌第六

卷中將這個學名標記為裸名（nomen nudum），是為不合法

的學名（Yang and Liu, 2002）。在王弼昭過世之後，當許飛

霜進行《台灣產鐵線蕨科植物之染色體研究》時，再次於梅

山口的梅蘭林道附近採獲，這也是目前所知唯一野外生育

地。雖然許氏於論文中提供了模式標本以及拉丁文描述，但
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並未在其他學術期刊中將本學名有效發表，因此根據國際植

物命名法規（McNeill et al., 2006）第 30.5 條規定：在 1953
年 1 月 1 日或之後，指明為提交給大學或其他教育機構而為

獲得某種學位的、獨立的、非系列的畢業論文的發表，為無

效發表；同時，由於在許氏的論文中，並未指明模式標本存

放標本館，亦違反國際植物命名法規第 37.6 條規定，此學名

並不符合新種發表的要求，為不合法名稱（ illegitimate 
name）。由於直至本研究執行之前，梅山口鐵線蕨的學名一

直未被正式合法有效發表，因此於今(2007)年三月間本人（李

沛軒）協同林業試驗所副研究員邱文良博士、特聘研究員黃

曜謀博士以及助理劉以誠先生，親至南橫梅山村－梅蘭林道

一帶調查，確認梅山口鐵線蕨目前分布族群位置、族群數量

大小、棲地植被、相近區域原生鐵線蕨屬植物，並詳細觀察

族群內形態變化範圍。根據比對研究相關文獻，反覆驗證台

灣以及鄰近地區，包括中國、日本、菲律賓、印度、尼泊爾

等地鐵線蕨屬植物標本，確認梅山口鐵線蕨為台灣特有種植

物，由邱文良、黃曜謀、劉以誠等三人以《Validation of 
Adiantum meishanianum (Pteridaceae), the name of a species 
endemic to Taiwan》為題（Liu et al., in review），描述其形

態特徵，並將本學名合法發表。為紀念王弼昭先生對於發現

梅山口鐵線蕨的貢獻，以及記錄命名過程所參與的研究人

員，本學名的主模式標本選自王弼昭先生首次發現所採集的

標本，目前該份標本為中央研究院植物標本館（HAST）館

藏，其上保有郭城孟博士當初手寫的新種名稱。根據檢閱台

灣各大植物標本館藏，當年由許飛霜先生發表所依據的證據

標本（H2114）亦收藏於中央研究院植物標本館。由於後續

研究的需要，該文根據國際植物命名法規設定副模式標本為

Y.-C. Liu et al. 5006，標本分別存放於林業試驗所植物標本館

（TAIF）以及中山大學植物標本館（SYSU）。  
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第三章  材料與方法  

 

第三章  材料與方法 

第一節   親源種比較  

採集高雄縣桃源鄉梅山口以及鄰近地區所產之鐵線蕨屬

植物，作為可能的親源種進行比較。  
 

第二節   分類註記  

描述其形態特徵並予以合理之分類地位。  
 

第三節   棲地描述  

描述其生育地環境，並估計其族群數量。 

 

第四節  生殖生物學  

每一族群各取3 棵，再從每一棵逢機取10 個孢子囊，置

於光學顯微鏡下觀察記錄每一孢子囊內之孢子數，並測量孢

子直徑大小（Huang, 1981; Huang et al., 2001），並確認其孢

子發育是否正常，供判視該物種是否為雜交起源的初步判斷

依據。孢子葉陰乾三天後，收集其孢子，孢子播灑於培養土

中，確認孢子發芽情形及配子體發育情況。  
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第五節  DNA 分析  

在台灣各地收集梅山口鐵線蕨及其近缘種，包括：半月

型鐵線蕨(A. philippense)、王氏鐵線蕨(A. wangii)、鞭葉鐵線

蕨(A. caudatum)、愛氏鐵線蕨(A. edgewothii)、長尾鐵線蕨(A. 
diaphanum)、月芽鐵線蕨(A. formosanum)、灰背鐵線蕨(A. 
myriorum)及鐵線蕨(A. capillus-veneris)。取其葉片抽取

DNA，進行葉綠體  trnG1F5 之 PCR 擴增及基因序列

(Nagalingum et al., 2007)。PCR 產物經電泳跑膠後再用

Extraction kit (Cat. No. DF300, Geneaid, Taipei, Taiwan)萃取

目標片段，純化後的 DNA 以 Applied Biosystems Model 3730 
automated sequencer (Applied Biosystems, CA, USA)進行定

序，各植株之核甘酸序列先以 Clustal X (1.81)程式進行排列

(Thompson et al., 1997)，再以 PAUP 4.0b 10.套裝程式

Neighbour-joining (NJ)分析(Kimura, 1980)。   
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表一、DNA 材料之基本資料 

物種名稱 編號  採集地點  
 分子樹  

(圖六 ) 
分子序列比

對 (附錄一 ) 
 

半月型鐵線蕨  A philipense 2 A_p 嘉義曾文水庫  
半月型鐵線蕨  A philipense 4 A_p 嘉義曾文水庫  
半月型鐵線蕨 A philipense 5 A_p 嘉義曾文水庫  
半月型鐵線蕨  A philipense 8 A_p 嘉義曾文水庫  
半月型鐵線蕨  A philipense 1 A_p 高雄梅山口  
半月型鐵線蕨  A philipense 3 A_p 高雄梅山口  
半月型鐵線蕨  A philipense 4 A_p 高雄梅山口  
鞭葉鐵線蕨 A caudatum 2 A_c 高雄梅山口  
鞭葉鐵線蕨 A caudatum 3 A_c 高雄梅山口  
鞭葉鐵線蕨 A caudatum 6 A_c 臺南龍崎  
鞭葉鐵線蕨 A caudatum 7 A_c 臺南龍崎  
鞭葉鐵線蕨 A caudatum 13 A_c 臺南龍崎  
鞭葉鐵線蕨 A caudatum 14 A_c 臺南龍崎  
梅山口鐵線蕨 A meishanianum 12 A_m 高雄梅山口  
梅山口鐵線蕨 A meishanianum 15 A_m 高雄梅山口  
愛氏鐵線蕨 A edgeworthii 1 A_e 高雄梅山口  
長尾葉鐵線蕨 A meishanianum 1 A_m 高雄梅山口  
月芽鐵線蕨 A formosanum 1 A_f 南投大禹嶺  
灰背鐵線蕨 A myrosorum 1 A_m 南投大禹嶺  
鐵線蕨 A capillus-veneris 1 A_m 高雄樟山  
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第四章  結果與討論   

第四章  結果與討論 

第一節   分類處理與形態描述  

Adiantum meishanianum F.S. Hsu ex Y.C. Liu et W.L. Chiou 
梅山口鐵線蕨  圖二  
模式標本：台灣，高雄縣桃源鄉梅山口。30 Oct. 1983, 王弼

昭 3025 (主模式 , HAST!); 18 Mar. 2007, 劉以誠等人 , 
5006 (副模式 : TAIF!, SYSU!). 

 
根莖短，直立或亞直立，頂端被有鱗片；鱗片線形，長

約 4mm，全緣，雙色，中央黑色邊緣黃褐色。葉柄長可達

20cm，栗色至黑紫色具光澤，表面光滑或疏被多細胞毛，葉

柄上鱗片與根莖前端麟片同形，唯顏色逐漸趨於黃褐色單

色。葉線形至披針形，一回羽狀複葉，長可達 50cm 寬 3-6cm，

葉軸疏被多細胞毛或光滑，頂端延伸不具一回羽片且多具不

定芽，偶可見葉軸生成不定芽後再次延伸，且二次延伸葉軸

頂端具不定芽。羽片於葉軸基部處最大，最下方羽片反折呈

扇狀，具有明顯的羽柄，羽柄長度約 3-5mm，與葉軸夾角約

60-90 度，羽片多數，可多達 20 對，扇形，長 2-3cm 寬 1-1.5cm，
頂端圓鈍，羽片基部邊緣通直，軟草質，兩面均光滑無毛，

羽片前端近全緣，或具裂片，最深可達羽片寬度的 1/3，缺

刻處狹窄。孢子囊群位於羽片邊緣，每片羽片具有 5-16 個線

型排列但不連續的孢子囊群，假孢膜為葉緣反捲，寬度約

2-3mm，表面光滑不具毛被物。  
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圖二、梅山口鐵線蕨植株  

 

第二節   分類註記  

根據外部形態特徵，本種與鞭葉鐵線蕨（A. caudatum L.）
相似(圖三)，但後者植株葉柄、葉軸密被彎鉤狀多細胞毛，

羽片以及假孢膜亦被有針狀的多細胞毛，容易與本種區分；
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台灣過去曾經記錄有馬來鐵線蕨（A. malesianum J. 
Ghatak），其形態特徵與鞭葉鐵線蕨相似，但馬來鐵線蕨葉

軸及葉柄近軸面密被有放射狀針狀毛，羽片具短柄或不具

柄，鱗片邊緣據鋸齒緣，以此類特徵也容易與梅山口鐵線蕨

區別；梅山口鐵線蕨形態亦與半月型鐵線蕨（A. philippense 
L.）相似(圖三)，但後者植株無毛，羽片羽柄多長於 10-15mm，
可以與本種區別（表二）。  

由長時間多次觀察新鮮材料，目前並未發現梅山口鐵線

蕨具有正常發育的孢子，是故，推測梅山口鐵線蕨可能為一

天然雜交種。  
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A 

 
B 

圖三、梅山口鐵線蕨近緣種。A: 鞭葉鐵線蕨；B: 半月型鐵線蕨。  
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表二、梅山口鐵線蕨以及近緣種形態特徵比較表  
 半月型鐵

線蕨  
梅山口鐵

線蕨  
鞭葉鐵線蕨  馬來鐵線

蕨  
不定芽  具不定芽  具不定芽  具不定芽  具不定芽  
彎鉤狀多細胞毛  無  無  有  無  
針狀多細胞毛  無  無或疏  無  密  
近軸面具多細胞

毛  
無  疏  密  密  

遠軸面具多細胞

毛  
無  無或疏  密  無或疏  

鱗片邊緣  全緣  全緣  全緣  鋸齒緣  
基部羽片形態  扇形  半圓形  扇形  半圓型  
假孢膜上毛被物  無  無  密  密  
羽柄長度（mm） 10-15 3-5 無柄或具短

柄  
無柄或具

短柄  
產生孢子  正常  不正常  正常  正常  
孢子囊內孢子數  32 ? (1) 32 -- (2)

繁殖體  不定芽、孢

子  
不定芽  不定芽、孢

子  
-- (2)

裂片缺刻深度  淺 1/3 淺 1/3 1/3-3/4 淺 1/3 
羽片是否具毛被

物  
無  無  密  密  

註：(1)孢子發育不正常，無法計數 

    (2)欠缺資料 

第三節   棲地描述  

在野外觀察的經驗可以發現，梅山口鐵線蕨多成片生

長。目前所確認的野外族群位置於高雄縣桃源鄉梅山村，靠

近梅蘭林道入口。現生族群面積長約 50 公尺，寬 10 公尺。

梅山口鐵線蕨多以延伸葉軸上的不定芽繁殖，因此不易詳細

估算實際數量，若以不定芽著土後形成獨立植株計算，當地

約有一百株梅山口鐵線蕨（2007 年三月至今估算）。梅山口

鐵線蕨好生於陽光充足的道路邊坡，土壤基質多為具壤土之

碎石，因此易造成崩落進而影響該微棲地內生長的植株。目

前所觀察到梅山口鐵線蕨多與五節芒伴生，在族群分布邊緣
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的鬱閉竹林內可以發現少量的鞭葉鐵線蕨。  
 

第四節   染色體計數資料  

根據細胞學染色體的資料，許推論梅山口鐵線蕨孢子體

染色體數為 90，為三倍體。根據最近的實驗資料，梅山口鐵

線蕨的孢子母細胞染色體數量約為 90，但在減數分裂時會有

不正常的染色體聯會現象，或許因此造成無法形成正常孢子

的現象。由細胞學染色體計數資料推測，梅山口鐵線蕨的親

緣可能來自於幾種近緣種類的雜交 ,這些可能的親本包括半

月型鐵線蕨（A. philippense L.）、馬來鐵線蕨（A. malesianum 
Ghatak.）、及鞭葉鐵線蕨（A. caudatum L.）等。根據染色體

數的研究報告（Goldblatt 1984;1985; Goldblatt and Johnson, 
1990, 1991, 1996, 1998, 2000），馬來鐵線蕨有 60 以及 120
兩種不同的染色體數；鞭葉鐵線蕨（A. caudatum L.）具有不

同的染色體套數，在世界各地可以發現配子體染色體數計數

有 30, 60, 75, 90 四種，孢子體有 60, 90, 120 三種不同的染色

體數；半月型鐵線蕨孢子體染色體數為 60 以及 90。依目前

所得之染色體數的資料，應尚無法判斷梅山口鐵線蕨的起

源，因此更需要藉助形態特徵比較以及分子演化的資料作為

判斷的依據。  
 

第五節   生殖生物學  

根據野外觀察梅山口鐵線蕨在 2007 年 6 月~2007 年 9 月

產生成熟孢子葉，孢子囊形態正常(圖四)，但孢子出現萎縮

不正常發育(圖五)，無法正確獲得子囊內孢子數；當孢子播

灑在人工培養土 (泥炭土：珍珠石：蛭石 = 6: 2: 2)，經過

三個月後仍不見孢子發芽及後續之配子體發育生長，然在同

樣的培養條件下，鞭葉鐵線蕨及半月型鐵線蕨孢子播灑後，
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已由孢子發芽經配子體發育產生新的幼孢子體，因此，培養

條件應不是構成梅山口鐵線蕨產生配子體世代的限制因子，

而是顯示該物種藉由孢子進行繁殖有其瓶頸，改以延伸葉軸

上的不定芽進行營養繁殖。 

 

 
圖四、梅山口鐵線蕨孢子囊 
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100 um 

圖五、梅山口鐵線蕨孢子 

 

第六節   葉綠體 DNA 分析  

九種鐵線蕨中除了梅山口鐵線蕨與鞭葉鐵線蕨具有一致

的 cpDNA 序列外，其餘七種各具有其獨特之葉綠體基因序

列(圖六)。蕨類植物葉綠體 DNA 屬於母系遺傳(Gastony and 
Yatskievych, 1992; Kuroiwa et al., 2005)可提供雜交起源一強

而有利的證據，梅山口鐵線蕨與鞭葉鐵線蕨二具有相同的

haplotype 反應出梅山口鐵線蕨極可能是雜交物種，而其母系

親本即為鞭葉鐵線蕨。其父系親本，仍需更多的分子資料(如
nrDNA)來加以證實。  
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 trnG1F A pgilippense 2

 trnG1F A philippense 5
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 trnG1F A philippense 8
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圖六、九種台灣原產鐵線蕨之 NJ 樹型圖。  

 

 

 

 16 



 

 

第五章  建議 

本研究將把此種正式學名名稱合法化，可為玉山國家公

園管理處提供解說教育之材料。由於本種分佈過於侷限狹

小，數量過少，又推測為天然雜交種，為研究演化之重要材

料，建議管理處隱匿分佈地點，以免有心人士前往採摘。  
該族群是否因侷限分布且植株量少，而導致基因僵化，

進而影響其族群適應能力，最終走向滅絕一途，需有更多的

分子資料(如核 DNA 資料)來加以佐證。  
梅山口鐵線蕨目前僅能藉由營養系進行繁殖，建議管理

處委託有蕨類實際繁殖經驗的試驗單位進行大量，再將繁殖

之苗木移植至原生育地或管理處展示中心，進行復育工作同

時達解說教育之功效。 
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附錄一、DNA 序列比對資料 
             ....|....| ....|....| ....|....| ....|....| ....|....|  

                      10         20         30         40         50              

trnG1F_A_c   GTTGAGGG-- --------TC GTATCTCGGC T-AAATTAAC TGAAAGAAAA  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC TGATCTAGGC T-TAATCAAC CAAAAAAAAA  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC TGATCTAGGC T-TAATCAAC CAAAAAAAAA  

trnG1F_A_c   GTTGAGGGAT CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGGAT CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGGAT CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGGAT CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGGAT CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGG-T CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_c   GTTGAGGGAT CTTTCAGACC GAATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_d   GTTAAGGG-T CTTTCAATCC GAATCTTGAC T-GAATCAAC TGAAGGAAAA  

trnG1F_A_e   GTTGAGGGAT CTTTCAGGCC GGATCTAGAC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_f   GTTGGGGG-T CTTTCAA-CC GGATCGTGA- ----ATCGAC TGAAGAAAAA  

trnG1F_A_m   GTTGAGGG-T CTTTCAGACC TGATCTAGGC T-TAATCAAC CAAAAAAAAA  

trnG1F_A_m   GTTGAGGG-T CTTTGAGACC TGATCTAGGC T-TAATCAAC CAAAAAAAAA  

trnG1F_A_m   GTTGAGGGAT CTTTCAGACC TGATCTAGGC T-TAATCAAC CAAAAAAAAA  

trnG1F_A_m   GTTGAGGGAT CTTTCAGACC TGATCTAGGC T-TAATCAAC CAAAAAAAAA  

trnG1F_A_m   GTTGGGGGAT CTTTCAAACC GGATCGTGA- ----ATCGAC TGAAGAAAAA  

trnG1F_A_p   ATTGAGGG-- --------AC AGATATCGGC T-GAATCAAC TGAAATAAAA  

trnG1F_A_p   GTTGAGGGTC TTCGCAGACC GGATCTAGGC TGTAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGAT CTTCCAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGAT CTTCCAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGG-T CTTCCAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGAT CTTCCAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGTC TTC-CAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGAT CTTCCAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGAT CTTCCAGACC GGATCTAGGC T-TAATCAAC CAAAAAAAA-  

trnG1F_A_p   GTTGAGGGAT CTTTCAGACC GGATCTAGGC T-TAATCAAC CAAAAAATA-  

trnG1F_A_p   GTTGAGGGAT CTTTCAGACC GGATCTAGGC T-TAATCAAC CAAAAAATA-  

trnG1F_A_p   GTTGAGGGAT CTTTCA-ACC GGATCTAGGC T-TAATCAAC CAAAAAATA-  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                      60         70         80         90        100             

trnG1F_A_c   AA---CTTTA TCTTC-GCAG A--------- AAATATGTGT TTTC-TTATT  

trnG1F_A_c   A----CTTTA TTTTG-ACAA AAATTAATAG AAATACGTGC TTTT-CTACT  
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trnG1F_A_c   A----CTTTA TTTTG-ACAA AAATTAATAG AAATACGTGC TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACGG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACGG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_c   -----CTTTA TTTTG-ACAG AAACAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_d   AA---CTTCA TTTTC-GCAA AG------AG AAATACGTAT ATTT-CTACT  

trnG1F_A_e   -----CTTTA TTTTA-ACAG AAATAAATAG AAATACGTGT TTTTTCTACT  

trnG1F_A_f   AAAAACTTTA TTTTTTGCAG AA------GT AAATATGTGT CTTT-CTACT  

trnG1F_A_m   A----CTTTA TTTTG-ACAA AAATTAATAG AAATACGTGC TTTT-CTACT  

trnG1F_A_m   A----CTTTA TTTTG-ACAA AAATTAATAG AAATACGTGC TTTT-CTACT  

trnG1F_A_m   A----CTTTA TTTTG-ACAA AAATTAATAG AAATACGTGC TTTT-CTACT  

trnG1F_A_m   A----CTTTA TTTTG-ACAA AAATTAATAG AAATACGTGC TTTT-CTACT  

trnG1F_A_m   AAA--CTTTA TTTTT-GCAG AA------GT AAATATGTGT CTTT-CTACT  

trnG1F_A_p   AA---CTTTA TTTTC-GCAG A--------- AAATATGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA A------TAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA AAAGAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA AAAGAAATAG AAATACGTGT TTTT-CTACT  

trnG1F_A_p   -----CTTTA TTTTA-ACAA AAAGAAATAG AAATACGTGT TTTT-CTACT  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     110        120        130        140        150         

trnG1F_A_c   ATTTCTCCAA AATTAGAGGT AGATTAATCA ATCTCGTCAC TCATTCATTT  

trnG1F_A_c   AGTTCTCCGG TATTGGGGGG ATATTTATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG ATATTTATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGGTTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  
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trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGGTTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_c   AGTTCTCCGG TATTAGGGGG AGATTCATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_d   ACTTCTCCGG CGTCAGGGGG ATATTTGTCA ATCCCATCGC TCATTTGCTT  

trnG1F_A_e   AGTTCTCCGG TATTAGGGGG ATATTCATCA ATCACGTCAT TTAGTTATTT  

trnG1F_A_f   ACTTTTCCGG TGTCAAGAGG AGATTCATCA ATCCCGTCAC TCATCTACTT  

trnG1F_A_m   AGTTCTCCGG TATTAGGGGG ATATTTATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_m   AGTTCTCCGG TATTAGGGGG ATATTTATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_m   AGTTCTCCGG TATTAGGGGG ATATTTATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_m   AGTTCTCCGG TATTAGGGGG ATATTTATCA ATCACGTCAT TTAGCTATTT  

trnG1F_A_m   ACTTCTCCGG TGTCAAGGGG AGATTCATCA ATCCCGTCAC TCATCTACTT  

trnG1F_A_p   AGTTTTCCAA CATCAGGGGG AGATTCATCA ATCTCGTCAC TCATCCATTT  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGAA AGATTCATCA ATCACGTCAT TTAGGTCTTC  

trnG1F_A_p   AGTTCTCCGG TATTAGAGGG AGATTCATCA ATCACGTCAT TTAGCTCTTT  

trnG1F_A_p   AGTTCTCCGG TATTAGAGGG AGATTCATCA ATCACGTCAT TTAGCTCTTT  

trnG1F_A_p   AGTTCTCCGG TATTAGAGGG AGATTCATCA ATCACGTCAT TTAGCTCTTT  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     160        170        180        190        200         

trnG1F_A_c   C------AAG AACTAGGGAA GATAGTGACG AAGCAGAATT GTTTTGGTAC  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  
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trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_c   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_d   C------AAA AACTGGAGAA ATGGGTGATG AAACGGAATT CTCTCAGTAC  

trnG1F_A_e   C------AGG AACTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_f   C------AAA AGCTGGAGAA GTTGGTGACG AAGCAAAATT ATCTCGGTAC  

trnG1F_A_m   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_m   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_m   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_m   C------AGG AGCTGAAAAA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_m   CTACTTCAAA AGCTGGAGAA GTTGGTGACG AAGCAGAATT ATCTCAGTAC  

trnG1F_A_p   C------AAG AGCTAGGGAA GATAGTGACG AAGCAGAATT GTTTTGGTAC  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTAGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

trnG1F_A_p   C------AGG AGCTGAAAGA AGTAGTGACG AAGCAGAATT GTCTTGGTAT  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     210        220        230        240        250         

trnG1F_A_c   CCCAAGAAAT ACTTGGTTTA ATTTCTACTT CCGGGGAGAT AAATAA--AG  

trnG1F_A_c   CCCAA----T ACTTGGTCTA AATTTGACCC TCCGGGAGAA A-A-----AA  

trnG1F_A_c   CCCAA----T ACTTGGTCTA AATTTGACCC TCCGGGAGAA A-A-----AA  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  
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trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_c   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AGA-----AG  

trnG1F_A_d   CTCAAGAGAT ACTTGGTTTA ATTTATACCC TC--AAGGGA AGA-----AA  

trnG1F_A_e   CCTAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA ATA-----AA  

trnG1F_A_f   CCCAAGAAAT ACTTGGTTTA ATTTCTACCC CC--GGAGGG AAA-----AA  

trnG1F_A_m   CCCAA----T ACTTGGTCTA AATTTGACCC TCCGGGAGAA A-A-----AA  

trnG1F_A_m   CCCAA----T ACTTGGTCTA AATTTGACCC TCCGGGAGAA A-A-----AA  

trnG1F_A_m   CCCAA----T ACTTGGTCTA AATTTGACCC TCCGGGAGAA A-A-----AA  

trnG1F_A_m   CCCAA----T ACTTGGTCTA AATTTGACCC TCCGGGAGAA A-A-----AA  

trnG1F_A_m   CCCAAGAAAT ACTTGGTTTA ATTTTTACCC CC--GGAGGG AAA-------  

trnG1F_A_p   CCCAAAAAAT ATTTGGTTTA ATTTCTACCC CCGGGGAGAG AGAAGAGAAA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAG-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGGGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

trnG1F_A_p   CCCAA----T ACTTGGTTTA AATTTGACCC TCCGGGAGGA AAA-----GA  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     260        270        280        290        300         

trnG1F_A_c   AAAAAAATCT ATGGGTAGAC GTCTAAGATA GCTGACTCAT CGTCACTAAA  

trnG1F_A_c   GAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   GAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_c   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  
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trnG1F_A_d   --AAAAATCT ATGGGTAGAC GTCTAAAATA TATTTCTTGT CGTCACTGAA  

trnG1F_A_e   AAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_f   AAAAAAATCT ATGGCTAGAC GTCTAAGATA TCTGCCTCAT CGTCACTGGA  

trnG1F_A_m   GAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_m   GAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_m   GAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_m   GAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_m   ---AAAATCT ATGGGTAGAC GTCTAAGATA TCTGCCTCAT CGTCACTGAA  

trnG1F_A_p   AAAAAAATCT ATGGGTAGAC GTCTAAGATA GCTGCCTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAA-TCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

trnG1F_A_p   AAAAAAATCT ATGGGTAGAC ATCTAAAATA TCTGCTTCAT CGTCACTAAA  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     310        320        330        340        350         

trnG1F_A_c   CCTCAGAGAA TAAA-TCTGG GAAAGAAAGT TGGAATAAA- --TAAATCCG  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAACAA- --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAACAA- --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_c   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_d   CCTC-GGAGA AAAA-TCTGA GAAAGAAAGT TTAAATCAA- --TCAATCCC  

trnG1F_A_e   CCCCATGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAAAA AATCAATCCC  

trnG1F_A_f   CCTC-GGAGA AAAA-TCTGG GAAAGAAAGT TCGAATGAA- --TCAATCCC  

trnG1F_A_m   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAACAA- --TCAATCCC  

trnG1F_A_m   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAACAA- --TCAATCCC  
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trnG1F_A_m   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAACAA- --TCAATCCC  

trnG1F_A_m   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAACAA- --TCAATCCC  

trnG1F_A_m   CCTC-GGAAA AAAA-TCTGG GAAAGAAAGT TCAAATACA- --TAAATCCT  

trnG1F_A_p   CCTCAGAAAA GAAAATCTGG GAAAGAAAGT TAGAAAAAA- --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGGGAA AAAA-TCTGG GAAAGAAAGT TGAAAAAGAA --TCAATCCC  

trnG1F_A_p   CCCCAGAGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_p   CCCCAGAGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

trnG1F_A_p   CCCCAGAGAA AAAA-TCTGG GAAAGAAAGT TGAAAA-GAA --TCAATCCC  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     360        370        380        390        400         

trnG1F_A_c   GGTTTGTCAA GATTATTGAA CATC-----T ATTTGGTTGA ACGGGATCCC  

trnG1F_A_c   GGTTTGTCAA GATTATTGAA CACC-----T ATTCGGTTGA GCGGTATCCG  

trnG1F_A_c   GGTTTGTCAA GATTATTGAA CACC-----T ATTCGGTTGA GCGGTATCCG  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_c   GGTTTGTCAG GATTATTGAA TACC-----T ACTTGGTTGA GCGGTATTCA  

trnG1F_A_d   GGTTTGTCGG GGTTGTTGAA CACC-----T ACTTGGTTGA GCGAAATCCA  

trnG1F_A_e   GGTTTGTCAG GATTATTGAA CACC-----T ATTTGGTTGA GCGGGATCCA  

trnG1F_A_f   GGTTTGTCAG GATTGTCCAA CACCCTACTT GCTTGGTTGA GCGGTATCCA  

trnG1F_A_m   GGTTTGTCAA GATTATTGAA CACC-----T ATTCGGTTGA GCGGTATCCG  

trnG1F_A_m   GGTTTGTCAA GATTATTGAA CACC-----T ATTCGGTTGA GCGGTATCCG  

trnG1F_A_m   GGTTTGTCAA GATTATTGAA CACC-----T ATTCGGTTGA GCGGTATCCG  

trnG1F_A_m   GGTTTGTCAA GATTATTGAA CACC-----T ATTCGGTTGA GCGGTATCCG  

trnG1F_A_m   GGTTTGTCAG GATTGTCCAA CACC-TACTT GCTTGGTTGA GCGGTATCCA  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CATC-----T ACTTGGTTGA GCAGTATCA-  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  
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trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCCG  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCTA  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCTA  

trnG1F_A_p   GGTTTGTCAG GATTATTGAA CACC-----T ACTTGGTTGA GCGGTATCTA  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     410        420        430        440        450         

trnG1F_A_c   TCGTTTCAAC AACTCGGTGA GATATATTTC CCTAAGGGTT TTTTCCTGAA  

trnG1F_A_c   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTAGAA  

trnG1F_A_c   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTAGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_c   CCGTCTCAAC AACTCGGTGA GAATTATTTT CCTAAGGATT TTTTGTGGAA  

trnG1F_A_d   CCACTTCGGC GACTCGGCAA GAAATATTTC CCTAAGGATT TCTTGCGAAA  

trnG1F_A_e   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTTTTAGA  

trnG1F_A_f   CCGTTTCAAC GACTCGGTGA GAAATATCTC CCTAAGGATT TTTCGTGGAA  

trnG1F_A_m   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTAGAA  

trnG1F_A_m   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTAGAA  

trnG1F_A_m   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTAGAA  

trnG1F_A_m   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTAGAA  

trnG1F_A_m   CCGTTTCAAC GACTCGGTGA GAAATATCTC CCTAAGGATT TTTCGTGAAA  

trnG1F_A_p   TTGTCTCAAA AACTCGGTGA GAAATATTTT CCTAAGGATT TTTC------  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  
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trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

trnG1F_A_p   CCGTTTCAAC AACTCGGTGA GAATTATTTC CCTAAGGATT TTTTGTGGAA  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     460        470        480        490        500         

trnG1F_A_c   AAAAAAAAAA AAA-TAAAGA ACGAAATAAA AGAAAAAATC AGTAACACAA  

trnG1F_A_c   AAAAAAAAAA AAA-TAAAGA ACGAATTAAA GGAGAGAATT AGTAACATTG  

trnG1F_A_c   AAAAAAAAAA AAA-TAAAGA ACGAATTAAA GGAGAGAATT AGTAACATTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_c   AAAAAT---- -----AAAGA ACGAATTAAA GGAGAGAATA AGTAACCTTG  

trnG1F_A_d   AGTAAA---- ----TAAAGA ACGAATTAAA GGAAGGGATT TGTGACACTA  

trnG1F_A_e   AAAAAAAAA- ----TAAAGA ACGAATTAAA GGAGAGAATG AGTAACATTG  

trnG1F_A_f   AAAAAAAAA- ----TAAGGA ACGAATTAAA GGAGAGGATC GGTAACACCA  

trnG1F_A_m   AAAAAAAAAA AAAATAAAGA ACGAATTAAA GGAGAGAATT AGTAACATTG  

trnG1F_A_m   AAAAAAAAAA AAA-TAAAGA ACGAATTAAA GGAGAGAATT AGTAACATTG  

trnG1F_A_m   AAAAAAAAAA AAA-TAAAGA ACGAATTAAA GGAGAGAATT AGTAACATTG  

trnG1F_A_m   AAAAAAAAAA AAA-TAAAGA ACGAATTAAA GGAGAGAATT AGTAACATTG  

trnG1F_A_m   AAAAAAAAAA AAA-TAAGGA ACGAATTAAA GGAGAGGATC GGTAACACCA  

trnG1F_A_p   ATGGAGAAGA AAA-TGGAGA ACGAAATAAG GGAGAGAATC AGTAACACAA  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAGA---- ----TAAAGA ACGAATTAAA GGAGAAAATG AGTAACATTG  

trnG1F_A_p   AAAAAAAAAA AAA-TAAAGA ACGAATTAAA GGAAAAAATG AGTAACTTTG  

trnG1F_A_p   AAAAAAAAAA AAA-TAAAAA ACGAATTAAA GGAAAAAATG AGTAACATTG  

trnG1F_A_p   AAAAAAAAAA AAA-TAAAAA ACGAATTAAA GGAAAAAATG AGTAACTTTG  
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             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     510        520        530        540        550         

trnG1F_A_c   TCTTTTTTTT TCCCAAAGGA TCATCTGAAA ATTTAGTAAG TATACCCCCT  

trnG1F_A_c   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTATTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTATTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_c   A---TTTTCT CTCCGAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_d   A---TTTTCT CTCCAAGGGA TCATCTGGGA AGTTAGTAGG TATAGATAGC  

trnG1F_A_e   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTAGTAAG TATAT-----  

trnG1F_A_f   A---TTTTCT TTCCAAGGGA TCATCTGAGA AGTTAGAAA- ---ATACCCT  

trnG1F_A_m   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTATTAAG TATAT-----  

trnG1F_A_m   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTATTAAG TATAT-----  

trnG1F_A_m   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTATTAAG TATAT-----  

trnG1F_A_m   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTATTAAG TATAT-----  

trnG1F_A_m   A---TTTTCT TTCCAAGGGA TCATCTGAGA AGTTAGGAAG TATATACCCT  

trnG1F_A_p   C---TTTTTT TTCCAAAGGA TCATCTGAGA AGTTAGTAAG TATGCCCCGC  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTTCAAGGGA TCATCTAGGA AGTTAGTAAG TCTAT-----  

trnG1F_A_p   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTAGTAAA TCTAT-----  

trnG1F_A_p   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTAGTAAA TCTAT-----  

trnG1F_A_p   A---TTTTCT CTCCAAGGGA TCATCTAGGA AGTTAGAAAA TCTAT-----  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     560        570        580        590        600         

trnG1F_A_c   GGTCGGCACA TACAACGGGG ACGGGATGCA TCCAAAACCG ACGTAGGTGC  
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trnG1F_A_c   -TCCGAT--- CAGTATGCGA CCGGAATGTA TACGAAACCA ACGTAGATGC  

trnG1F_A_c   -TCCGAT--- CAGTATGCGA CCGGAATGTA TACGAAACCA ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_c   -TCCAGT--- CAGTATGCGC CCGGAATGTA TACGAAACCG ACGTAGATGC  

trnG1F_A_d   -CCCGGTCTA CGGCATACGA CCGGGATGTT TACGAAACCG ACGTAGATGC  

trnG1F_A_e   -TCTGGT--- CAGTATGCGG CCGGAATGTA TACGAAACCA ACGTAGATGT  

trnG1F_A_f   GCCTGGTATG CAGCATACGA GCAGGATGCA TACGAAACCG ACATAGATGC  

trnG1F_A_m   -TCCGAT--- CAGTATGCGA CCGGAATGTA TACGAAACCA ACGTAGATGC  

trnG1F_A_m   -TCCGAT--- CAGTATGCGA CCGGAATGTA TACGAAACCA ACGTAGATGC  

trnG1F_A_m   -TCCGAT--- CAGTATGCGA CCGGAATGTA TACGAAACCA ACGTAGATGC  

trnG1F_A_m   -TCCGAT--- CAGTATGCGA CCGGAATGTA TACGAAACCA ACGTAGATGC  

trnG1F_A_m   GCCTGGTATA CGGCATACGA GCAGGATGCA TACGAAACCG ACATAGATGC  

trnG1F_A_p   GGTCTGCACA TACGACTAGG ACGGGATGCA TACAAAACCG ACATAGGTGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGAAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCAGT--- CAGTATGCGA CTGGAATGTA TACGAAACCA ACATAGATGC  

trnG1F_A_p   -TCCGGT--- CAGTATGTGA CCAGAATGTA TACAAAACCG ACGTAAATGC  

trnG1F_A_p   -TCCGGT--- CAGTATGTGA CCAGAATGTA TACAAAACCG ACGTAAATGC  

trnG1F_A_p   -TCCGGT--- CAGTATGTGA CCAGAATGTA TACAAAACCG ACGTAAATGC  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     610        620        630        640        650         

trnG1F_A_c   TATGCTAAAA ATGTATTT-- GGCGCCTTAA A---AGGCAT CTAGT-----  

trnG1F_A_c   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AGACGC CAAGTGA---  

trnG1F_A_c   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AGACGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  
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trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_c   TATGTCATAA ATGGCCTCTC GGTTTTCTGA ACT-AGATGC CAAGTGA---  

trnG1F_A_d   TATGCTAAGA GTGCTTCTGT GTAGATCTAG ATT-GGGAGG GATGCCA--A  

trnG1F_A_e   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AAACCC CAAGTGA---  

trnG1F_A_f   TATG---AGC GC-CTTCAGT TTTTTTCTAG ACG-CCAAGT GGTTCT----  

trnG1F_A_m   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AGACGC CAAGTGA---  

trnG1F_A_m   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AGACGC CAAGTGA---  

trnG1F_A_m   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AGACGC CAAGTGA---  

trnG1F_A_m   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AGACGC CAAGTGA---  

trnG1F_A_m   TATG---AGC GC-CTCCAGT TTTTTTCTAG ACG-CCAAGT GGTTCTTTCT  

trnG1F_A_p   TATGGTATGA ATGTCTTT-- GGCGTTTTAG TTTTAAACAC CAAATGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGCTTTCTAA ACT-AGATGC CAAGTGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AAACGC CAAGGGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AAACCC CAAGGGA---  

trnG1F_A_p   TATGCCATGA ACGGCCTC-- GGTTTTCTAA ACT-AAACCC CAAGGGA---  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     660        670        680        690        700         

trnG1F_A_c   TTTATTCCTT TAGC------ ---------- --GATGGGAA AA------A-  

trnG1F_A_c   TTTACCCC-- -CCCC----- ---------- AGGGGG-GGG TA------AA  

trnG1F_A_c   TTTACCCC-- -CCCC----- ---------- AGGGGG-GGG TA------AA  

trnG1F_A_c   TTTACCCCCC CCCCC----- ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCCC----- ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCCC----- ---------- -GGGGGGGGG TA------GG  
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trnG1F_A_c   TTTACCCCCC CCCCC----- ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCCC----- ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCCC----- ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_c   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------GG  

trnG1F_A_d   CTTCTCCCGA ACCTAATTAG G--------- AAAACGAACC TA----ATAA  

trnG1F_A_e   TTTACCCTAC TCCCC----- ---------- AGGGAGCGAG TA------AG  

trnG1F_A_f   CTTTTCCCTC GCCCCCCCTA CC------CT ATACCCTAA- TAGGGTAGAA  

trnG1F_A_m   TTTACCCC-- -CCCC----- ---------- AGGGGG-GGG TA------AA  

trnG1F_A_m   TTTACCCC-- -CCCC----- ---------- AGGGGG-GGG TA------AA  

trnG1F_A_m   TTTACCCC-- -CCCC----- ---------- AGGGGG-GGG TA------AA  

trnG1F_A_m   TTTACCCC-- -CCCC----- ---------- AGGGGG-GGG TA------AA  

trnG1F_A_m   CTTTTCCCCC GCCCCCCTAA CCTAGACTCC ATACCCTAAA TAGGGTAAAT  

trnG1F_A_p   TTGATTTTTT TCACTTCCCC C--------- -CGATGGGAT AA------GC  

trnG1F_A_p   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCC------- ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCG------- ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCCC------ ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCCG------ ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCTC CCC------- ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCC------- ---------- --GGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCC------- ---------- -GGGGGGGGG TA------AG  

trnG1F_A_p   TTTACCCCCC CCCCCCCG-- ---------- GGGGGGGGG- TA------AT  

trnG1F_A_p   TTTACCCCCC CCCCCCCG-- ---------- GGGGGGGGG- TA------AT  

trnG1F_A_p   TTTACCCCCC CCCCCCCG-- ---------- GGGGGGGGGG TA------AT  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     710        720        730        740        750         

trnG1F_A_c   AGAGAAAGAG TTCTTATAAA AAACGTGGAG TCAGGAAAGG TCGTGTCTCC  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGCGTAG TTTAGGCAGC TCGTGCCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGCGTAG TTTAGGCAGC TCGTGCCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  
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trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_c   GGATCAAGAG TCCTT----- --ACGTGTAG TTTGGGCAGG TTGTGTCTTT  

trnG1F_A_d   AGGAAAGGGG TACCTACAAA --ACGTAGAG TCCAAAAAGC TTGTATTTTA  

trnG1F_A_e   GGATCAAGAG TCCTT----- --ACGCGTAG TTTGGACAGC TCGTGTCTTT  

trnG1F_A_f   AAAAAAGAAG TCCTTGGAAA --ACGTAGAG TCTGGGAAGC TCGTGTCTTC  

trnG1F_A_m   GGATCAAGAG TCCTT----- --ACGCGTAG TTTAGGCAGC TCGTGCCTTT  

trnG1F_A_m   GGATCAAGAG TCCTT----- --ACGCGTAG TTTAGGCAGC TCGTGCCTTT  

trnG1F_A_m   GGATCAAGAG TCCTT----- --ACGCGTAG TTTAGGCAGC TCGTGCCTTT  

trnG1F_A_m   GGATCAAGAG TCCTT----- --ACGCGTAG TTTAGGCAGC TCGTGCCTTT  

trnG1F_A_m   AAAAAAGA-G TCCTTGGAAA --ACGTAGAG TCTGGGAAGC TCGTGTCTTC  

trnG1F_A_p   AAATAAAGAG TTCTTGCAAA ACATGGAGAG ------AAGT TCGTGTTTTC  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

trnG1F_A_p   GGATCAAGAG TCCTT----- --ACGCGTAT TTTGGGCAAC TCGTGTCTTT  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     760        770        780        790        800         

trnG1F_A_c   CTCAAGATGG GGGTA----G CCAATCCAAG TTACTTGTCC TC-GTCAAGT  

trnG1F_A_c   CTCAAAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCAAAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  
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trnG1F_A_c   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_d   CACGTAACCA AAAGGTCGGG TTGATCAGGG TTACTTGCG- ----------  

trnG1F_A_e   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_f   CACGGAACTG GGGA----AG TCAATCAAAG TTGCTTGTCT CCCGTCAAAT  

trnG1F_A_m   CTCAAAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_m   CTCAAAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_m   CTCAAAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_m   CTCAAAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_m   CACGGAACTG GGGGG---AG TCGATCAAAG TTGCTTGTCC TCCGTCAAAT  

trnG1F_A_p   CACGAAACTC GAGTA----G TCGATCAGAA TTGCTTGCCT TA-CTTGAGT  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA A---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGTGA TTGCCTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGCGA TTGCTTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGCGA TTGCTTGAAA T---------  

trnG1F_A_p   CTCGGAATTG GGGGA----- ---GTTGCGA TTGCTTGAAA T---------  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     810        820        830        840        850         

trnG1F_A_c   GAAATGACGG AGGGGGGGCG G--------T TCCCTCCCTT TTTTGCCGGG  

trnG1F_A_c   --GACGGCGA GAGGCAGCCA C--------- CTTTGCCTTT TCACGTCGGA  

trnG1F_A_c   --GACGGCGA GAGGCAGCCA C--------- CTTTGCCTTT TCACGTCGGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_c   --AACGGCAG AAAGCAGCCA C--------- CTTTGCCGTT TCACGTTTGA  

trnG1F_A_d   ---------- ---------- ---------- CCCCCCCCCT TC-TATTGGA  

trnG1F_A_e   --GACGGCGG GAGGCAGCCA C--------- CTTTGTCTTT TCACGCCGTA  

trnG1F_A_f   GAAATCACGG GAAGCATC-A C--------- CTCCCTCCTT TC-CGTCGGT  

trnG1F_A_m   --GACGGCGA GAGGCAGCCA C--------- CTTTGCCTTT TCACGTCGGA  
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trnG1F_A_m   --GACGGCGA GAGGCAGCCA C--------- CTTTGCCTTT TCACGTCGGA  

trnG1F_A_m   --GACGGCGA GAGGCAGCCA C--------- CTTTGCCTTT TCACGTCGGA  

trnG1F_A_m   --GACGGCGA GAGGCAGCCA C--------- CTTTGCCTTT TCACGTCGGA  

trnG1F_A_m   GAAATCACGG GAAGCATCCA C--------- CTCCTCCCTT TC-CGTCGGT  

trnG1F_A_p   AAAGTAACGG AGGGGGGGGG CAGCCACCCT CCTTTCCCTT TCTCGCGGCA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCCA C--------- CTTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCC- ---------- -TTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCC- ---------- -TTTGCCTTT TCCCGTCGGA  

trnG1F_A_p   --GACAACGG GAGGCAGCC- ---------- -TTTGCCTTT TCCCGTCGGA  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     860        870        880        890        900         

trnG1F_A_c   TAGGGTTGTT CGGTCAATTT AACGTTTTTG GCAAATCCCT GGTAATTTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACGAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACGAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_c   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_d   T-----CTAC TCATTGAGTA GACGTTTTAA ACAACTCCCA ACTAAATCTA  

trnG1F_A_e   T----TCGTA TGACCGCCTA GA----TTAG GCAAATCAAA ACAAATATTG  

trnG1F_A_f   T-----CGTA TAATTGAATA GACGTTTTAG GCAAATCTTA ACTAATTTTG  

trnG1F_A_m   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACGAATCTTG  

trnG1F_A_m   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACGAATCTTG  

trnG1F_A_m   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACGAATCTTG  

trnG1F_A_m   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACGAATCTTG  

trnG1F_A_m   T-----CGTC TAATTGAATA GACATTTCAG GCAAATCCCA ACTAATTTTG  

trnG1F_A_p   CAGGTTTGTA CGATCAATTA AACGTTTTAG GCAAATTCAA GATAATCTTG  
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trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCATA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

trnG1F_A_p   T----TCGTA TGACCGAGTA GA----TTAG GCAAATCAAA ACAAATCTTG  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     910        920        930        940        950         

trnG1F_A_c   AACCCGATTT T-TTCCCTGA AG------GG GCCGAAAGGG CCGAAAAGTC  

trnG1F_A_c   AACCAAAATC TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAAATC TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_c   AACCAAATTT TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_d   ACCTAAATTT T-TCTCCTAA AGCATAAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_e   AACCAAAATT TTTCATCCCA TG---AAGGA GCCGAATGGA CCGAAACGTC  

trnG1F_A_f   AACCAAATTT C-TCCCATAA AG------GA GCCGAATGGG CGGAAACGTC  

trnG1F_A_m   AACCAAAATC TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_m   AACCAAAATC TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_m   AACCAAAATC TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_m   AACCAAAATC TCTCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_m   AACCAAATTT A-TCCCATAA AG------GA GCCGAATGGG CGGAAACGTC  

trnG1F_A_p   AACCAAAATT T-TCCCATGA AG------GA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  
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trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGG CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGT CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGT CCGAAACGTC  

trnG1F_A_p   AACCAAATCT TATCATCCCA TG---AAGGA GCCGAATGGT CCGAAACGTC  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     960        970        980        990        1000        

trnG1F_A_c   CCAA-TTTGG TTTTGAATTA GGGGCAACCC AAATATTTGT TTGGGT--TG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCATTTGT TAGCGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCATTTGT TAGCGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_c   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAACGT--CG  

trnG1F_A_d   CAAG-TTCGG TTCTGAATTA GCGACGCCAC AACCATTTGT TAGTGTGTCG  

trnG1F_A_e   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_f   CAAG-TTCGG TTCTGAATTA GCGGCGCCGT GATCATTTGT TAGCGT--CG  

trnG1F_A_m   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCATTTGT TAGCGT--CG  

trnG1F_A_m   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCATTTGT TAGCGT--CG  

trnG1F_A_m   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCATTTGT TAGCGT--CG  

trnG1F_A_m   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCATTTGT TAGCGT--CG  

trnG1F_A_m   CAAG-TTCGG TTCTGAATTA GCGGCGCCGC GATCATTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGACAC AACCATTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAGGTTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  
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trnG1F_A_p   CAAG-TTCGG TTCTGAATTA GCGGCGCCAT AACCGTTTGT TAGCGT--CG  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     1010       1020       1030       1040       1050        

trnG1F_A_c   GATTTAACCC TTTGCCCTCC CAGCTAATGA TGGGGGTTTG GTTCCCCCTT  

trnG1F_A_c   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_c   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_d   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_e   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_f   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_m   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_m   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_m   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_m   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_m   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT TTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

trnG1F_A_p   ACTATAACCT CTAGCCTTCC AAGCTACTGA TGCGGGTTCG ATTCCCGCTA  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     1060       1070       1080       1090       1100        
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trnG1F_A_c   CCCCCTGCTA AATTTGCCCC CACCCCCCTT TTCCTT---- -TTTTCTTGG  

trnG1F_A_c   CCCGCTGTTA ATTATGCCAC CGCTACTTTT CCTTCTTCTA TTTTACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCCAC CGCTACTTTT CCTTCTTCTA TTTTACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_c   CCCGCTGTTA ATTATGCTAC CGCTACTTTT ACTTCTTCTA TTTCACTAGT  

trnG1F_A_d   CCCGCTGTTA ATTAAGTCAT CATTATTTTT TG-------- ---GGATAAA  

trnG1F_A_e   CCCGCTGTTA ATTATGCCAC CGCTACTTTT ACTTCTTTTA TTTTACTAGT  

trnG1F_A_f   CCCGCTGTTA ATTATGCCAC CGTCACTGCT AT-------- ---TAATAA-  

trnG1F_A_m   CCCGCTGTTA ATTATGCCAC CGCTACTTTT CCTTCTTCTA TTTTACTAGT  

trnG1F_A_m   CCCGCTGTTA ATTATGCCAC CGCTACTTTT CCTTCTTCTA TTTTACTAGT  

trnG1F_A_m   CCCGCTGTTA ATTATGCCAC CGCTACTTTT CCTTCTTCTA TTTTACTAGT  

trnG1F_A_m   CCCGCTGTTA ATTATGCCAC CGCTACTTTT CCTTCTTCTA TTTTACTAGT  

trnG1F_A_m   CCCGCTGTTA ATTATGCCAC CATCACTACT AA-------- ---TAATAA-  

trnG1F_A_p   CCCGCTGCTA ATTATGCTGG CACTACTCC- ---------- ---TACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTATTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTGTTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTGTTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

trnG1F_A_p   CCCGCTGTTA ATTATGCCAC CGCTACTTTT AC-------- -TTCACTAGT  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     1110       1120       1130       1140       1150        

trnG1F_A_c   GCCTCCCCT- -CCCCGGGTC CTTTGGGCCC AACCCTT--T ATTCCCCCCG  

trnG1F_A_c   AGCAACTGTC ACCCCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_c   AGCAACTGTC ACCCCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  
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trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_c   ATCAACTGTC GCCCCAGTTC ATCCAAACAA AACAACTGAT ATTCCATCCG  

trnG1F_A_d   AT--ACCGCA GTCCCATCTC AATTGAGCCA AACACCTAAA ACTTCATCCG  

trnG1F_A_e   AGCAACTGTC GCCTCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_f   ------TGCA GCTCTGTCTC AGTCGAGACA AACAACTAAT ATTCCACCCT  

trnG1F_A_m   AGCAACTGTC ACCCCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_m   AGCAACTGTC ACCCCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_m   AGCAACTGTC ACCCCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_m   AGCAACTGTC ACCCCGGTTC ATCCAAACGA AACAACTGAT ATTCCACCCG  

trnG1F_A_m   ------TGGA GCTCTGTCTC AGTCGAGACA AACAACTAAT ATTCCACTCC  

trnG1F_A_p   GCAGCCC--- ----AGGTTC ATTCGAACCA AATCGCTGAT ATTCCACCCG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACA  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAACTGAT ATTCCATACG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAGCTGAT ATTCCACCCG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAGCTGAT ATTCCACCCG  

trnG1F_A_p   AGCAACTGTC GCCCCGGCTC ATCCAAACCA AACAGCTGAT ATTCCACCCG  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     1160       1170       1180       1190       1200        

trnG1F_A_c   ACAAATG-AA TTTTGGGCCA ACCGAAAT-- -------TTA -GCCCCTTT-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  
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trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_c   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_d   CTAATTT-TG TCGTGAACAA ACAGGAG--- ------CTTT CGTTTGTCC-  

trnG1F_A_e   TTAACTG-TG TCGTGAACAA ACAAAATA-- -------TTT TGTCTGTTC-  

trnG1F_A_f   CCGGCTA-TG TCGTGGACAA GCGAGAGAAA AACTTTCTTT CGTCTGTCC-  

trnG1F_A_m   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_m   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_m   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_m   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_m   CCGGCTA-TG TCGTGAACAA GCGAGAGAAG AGCTTTCTTT CGTCTGTCC-  

trnG1F_A_p   ACAATTG-GG TCTCGAACAA ATAGGAGT-- -------TTA CGCCTCTTTT  

trnG1F_A_p   TTAACTG-TG TCGTGAACAG ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAG ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTGGTG TCGTGAACAA ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTG TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

trnG1F_A_p   TTAACTG-TG TCGTGAACAA ACAAAAGA-- -------TTT TGTCTGTTC-  

 

 

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     1210       1220       1230       1240       1250        

trnG1F_A_c   ---CCGACTG GGG--GTTCC CTATACGGGA AAGTGT---- CAAACCCAAC  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTG----CAT GAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTG----CAT GAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AG--ATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  
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trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_c   ---ACGACTC GGC----ACC TTACACATGG GTGCGT---- AAGAATGTGA  

trnG1F_A_d   ---ACGATTC AA-----AAT TGGTACACGA ---------- ---AACAG--  

trnG1F_A_e   ---ACGACTC GGC----ACC TTACACATGG GTGGGTGCGT AAGAATGTGA  

trnG1F_A_f   ---ACGACTC GGCCGGCACC TTACACCTCA ---------- ---CATGGGT  

trnG1F_A_m   ---ACGACTC GGC----ACC TTACACATGG GTG----CAT GAGAATGTGA  

trnG1F_A_m   ---ACGACTC GGC----ACC TTACACATGG GTG----CAT GAGAATGTGA  

trnG1F_A_m   ---ACGACTC GGC----ACC TTACACATGG GTG----CAT GAGAATGTGA  

trnG1F_A_m   ---ACGACTC GGC----ACC TTACACATGG GTG----CAT GAGAATGTGA  

trnG1F_A_m   ---ACGACTC GGC----ACC TTACACTACA ---------- ---CATGGGT  

trnG1F_A_p   CGACCGACTG GGC--GTCCC CCACACGGGA ATGCGT---- GTGACC--GT  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCTT GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCT- GAGAATG-GG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCTT GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCT- GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCTT GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCT- GAGAATG-GG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCT- GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTTGCTT GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCT----- GAGAATGGG-  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTT---- GAGAATGTGG  

trnG1F_A_p   ---ACGACTC GGC----ACC TTACAAATGA GTGCTT---- GAGAATGTGG  

 

 

             ....|....| . 

                     1260    

trnG1F_A_c   CTTTAAAATT G 

trnG1F_A_c   TTGAGAAACG G 

trnG1F_A_c   TTGAGAAACG G 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   T-GAGAAACG A 

trnG1F_A_c   T-GAGAAACG A 

trnG1F_A_c   T-GAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   T-GAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   T-GAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   T-GAGAAACG A 

trnG1F_A_c   TTGAGAAACG A 

 43



trnG1F_A_c   TTGAGAAACG A 

trnG1F_A_c   GTGAGAAACG A 

trnG1F_A_d   CAGCGAAGTA C 

trnG1F_A_e   TTGAGAGGCG A 

trnG1F_A_f   CCACGAACTG A 

trnG1F_A_m   T-GAGAAACG G 

trnG1F_A_m   TTGAGAAACG G 

trnG1F_A_m   TTGAGAAACG G 

trnG1F_A_m   T-GAGAAACG G 

trnG1F_A_m   C-ACGAGAGG A 

trnG1F_A_p   GATTGAAGTC G 

trnG1F_A_p   T-GAGAGACA G 

trnG1F_A_p   T-GAGAGACA G 

trnG1F_A_p   TTGAGAGACA G 

trnG1F_A_p   T-GAGAGACA G 

trnG1F_A_p   T-GAGAGACA G 

trnG1F_A_p   T-GAGAGACA G 

trnG1F_A_p   T-GAGAGACA G 

trnG1F_A_p   TTGAGAGACA G 

trnG1F_A_p   -TGAGAGACG - 

trnG1F_A_p   TTGAGAGACG A 

trnG1F_A_p   TTGAGAGACG A 
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