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ABSTRACT

The circular mitochondrial genome of salmon consisting about 16660 base pairs
encodes thirteen proteins, the 12S and 16S ribosomal RNAs, and 22 transfer RNAs.
These genes are ordered in the same way as most other vertebrates. Due to the relative
lack of recombination of the mtDNA and its maternal mode of inheritance, the
mitochondrial genome represents a useful marker to use in population and
phylogenetic studies. In our previous studies, the complete mitochondrial genomes
from seven species of Genus Oncorhynchus namely O. masou formosanus, O. masou
ishikawae, O. masou masou, Biwa salmon (O. masou subsp.), Sockeye
(Oncorhynchus nerka), coho (O. kisutch), and chum (O. keta) were determined. To
address the completely mitogenomic-based phylogenetic relationships among the
Genus Oncorhynchus, we cloned and sequenced the complete mitochondrial genome
of Pink salmon (O. gorbuscha). Moreover, we also determined the gene structure of
Taiwan salmon’s type Il growth hormone. A cDNA library derived from the liver
tissue of Taiwan salmon was constructed; more than 50 full-length cDNAs and 50
ESTs were obtained and analyzed. All the findings could serve as molecular genetic
marks for further intraspecific and interspecific phylogenetic studies. Finally, a
PCR-based sexual identification method and a real-time PCR-based method to
distinguish Taiwan salmon from the other subspecies of Oncorhynchus masou
complex were developed.

[ Keywords JOncorhynchus masou formosanus, genus Oncorhynchus , mitochondrial
genome, growth hormone genes, phylogenetic studies, cDNA library
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fh e SR R P32 5 16,659 o Jff':}fg C RS R 2 B A ey A ARG AR
A A CRER L 09%/F FHE O T ER T B

|4

1. = T k8 (genus Oncorhynchus)#? < & i f i (genus Salmo)es it & i B G §E 4

a2

————T— _ﬁ-?g_&’é‘;lo

I

20 ST EEEHaE I A LEE o B Y A DI LS kiR T S e 1R
wa ek b p JF i = #AE—7F8(Oncorhynchus masou) & & & fd 2 & 3 g AR 25

B o WA PIREHE R D PR L TEA Ak TSR L AP IERS
A A CERLIES AT S HE o

3. EF 4 4 S 484 (Oncorhynchus masou)#t4 L /&7 B % & 1 J ke @8 22 5 8pE 4 oh
B BRGNS 0.8% BT AIES - ﬁﬁﬁﬁ%ﬂ&?w&ﬁ’ﬁ&&?Wﬂw

PRt P m APy AT RETDE L JIRARE RS NERTR L o

4. L afE b 2 @4 (Masu salmon) % % "' X (Amago salmon):} @ fE4E 4P “‘"3 %_0.37%, {&

BloBlEd - e L FEZLREZESL S R AL EFATILN, S RFE
&+

A E AR FH SRR o Fpt o SRS F 2T A A d P A ATEI N o
5.3 B p AMBAER i BRI S 0.27%38 R 5 —‘ﬁif&?x BFES = LAAE E W R An A M o

rtERaIE Y > AT AR R Y 8% 4 2 (pink salmon ; Oncorhynchus

gorbuscha) s> 448 DNA & A % & Z_5 > & #-2 % 2 25 - |12 mitogenomic 3

2



BT s TG T 2 d 0 B A RT R R A 2
B2 AP RILE L hfp T B TR kR MR B4 R 0 - 1 T2
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Foobo §Ap A F 1 SRR A o A (family of Salmonidae)ik f >t %) 2500-5000 ¥ #
me- BE G A 5w M (tetraploidy) ik e e L o FpAERL G AT R B IR F B DA
FF B A B B blojed £ F R § (zrowth hormone) Bk 5+ 5 e .8
%2 5 ¥ - B growth hormone & F] > & &_tfk b L F]48 ¥ el p¥ 2 3 growth hormone 1
% growthhormone2 & B A FIf F A& ch2 L2 Bulaid- 2 - g AT L e
B T A AT ¥ NI R WS d B eid 9 £ % (genetic recombination) > 7 F f&
sof 4 B 3] (karyotype) 2 & & AL Flei= ¥ (locus)3=F #77 e o #7 i % & 3 4 $ 5§ o™ 2
ko R FIAFNGEE TR d Menin g 7 KA B fEDAES 2 B2 phylogeny
b Tk o 2F 5 3 BT 3 ¥ AR i growth hormone 1 2 growth hormone 2 7k iz 45 %
AFEFEL 2 A d 2 BFF 1 BGMimanizdg - Du & £ &2 457 Oncorhynchus J§ sgs
4.3 3L > 7 > Oncorhynchus spp. % 7 %3 GH1 2 GH2 & @ A F¢h » ¥ ¢ & chinook
salmon(Oncorhynchus tshawytscha) 4L 148 # * 2# 3.7 - & pseudogene—GH-y » & B
pseudogene P 1 4433 & &_Y-chromosome-linked # - % male-specific’ F]t ¥ %“ﬁf % GH-y !
b A RSP 5 Ml AU AR LN ’%’%‘%‘?PCR e jE 3T A O R - 49 7% AF growth hormone
gene % Lo FUVIRE ST 4 s LT 7 3 GH-y - 4% DNA 25/~ 47 ¢ Bkt
A2 P AHRAE A growthhormone gene FF e B 2 S 8at 4 BHE BHMA LR - 2558

R - BAEh 2 5 4 Oncorhynchus masou masou — &3 Y-linked pseudogene
—GH-y 75 B> FIU @ M (R L S R E R kg o AP RS LR
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AFIREEER T/ TP AT S T @ g Fomulti-locus A FF T A 470 T

_# 2 a )"ﬁ FAE — 3 iﬁ:i\; ;‘%*@i.}igj 3k o

T B od o AR DNA ¥ chrd o f A Fleal @ R B hl # 00 RIS b e
TPEHG S A T LB ARR AT FHAE DNAKAGER LS A0 L k&

P~ {X (synonymous substitution)£? £ ¢ % B~ (X (nonsynonymous substitution) # » —%‘ bk 2R
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e 240 - B o AR cDNA library » P w2 & T - 4R 2 & (full-length)h &
HepE cDNA crE 788 2 5 » ¥ 3 it B 5 8 eend L5 7]4% & (expressed sequence
tag ; EST) » % 7 ¥ JF 0t e B & A AR F1 2 Memu Lo o 2o 0t i L e KR

Oncorhynchus masou 734 it (speciation) % 4] ©
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-~ fE ARS8 (mtDNA)% Growth hormone gene =% 5 % jF it & 47
1.DNA % B~

(1)P~ic & .o ¢ ,4e » 1x digestion buffer (1%SDS, Img/ml DTT, 0.5mg/ml proteinase K,
10mM Tris-HCI pH 8.0, 2mM EDTA) £ E.%‘« P BONSSTCL RN F Bk o

(2)%c » - BRAMASMLICIE & & 48 4% 2 chloroform/isoamyl aicohol 3 P~ » 3£ 1 304 4& ; 1
12.5k rpm.s B~ b ik o

17

()t ik te » B B P100% B IFPE 0 R 393 18 0 12.5k tpm e 154 48 0 )
H b Fik o £ 1200 ul 75%FpE FEDNAL RS > F 2125k rpm Bes 54 4 0 o]
PICEPE T R 4 &P DNARBR I AR AL 0 SR B 1 R
G o Fe 15 40~ SOULE Bk 73 FDNA © A 4 7k %5~ 1ul DNAZ i > lul 62 sk
¢ ;% i% (loading dye) % 4 ul TE buffer > % » 0.8%3 75 2 %} (argarose gel)® » T At ¥
% ~ 112 TBE buffers 17100 % 35§ & T % G404 4815 » 938 73 589 2 » 200 ml< 3t
kP Tde ~10ul 51t 2 e (EtBr 10mg/ml) > (KT 37404 45 0 B4 4 R H4 0 4
X 200mld 45k o % 5 AR o v B 0K ok B 5% 0 B 5 L

DNA % % °
2.0 R DNAR & % 4 F s~ £ 3 1§DNA
(1)31 3 erg 3+

TR IE q SequencherTM4.0ﬁ%] ~d NCBI} #1 & 3] © % 4k cnic f (rainbow
trout; Oncorhynchus mykiss) e % & st # DNA F- 7| VB % %3 T B F 4% FASTPCR

,T.%E_k?]x’ﬁ-;’: %33 s 47 0 5 Bl “oprimer & 7| 0 primer B Fdcdk -~ 2 o
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IECETS L RO T ES

— N LS Ay e sk SRR DNA PCR=% + ehprimer 5 71 ~ primer>t o f ke 5 B DNA

region sequence O. mykiss Product
locations size(bp)
125/16S 5’AATTCAGCAGTGATAAACATTS’ 1234-1254 2402
5’AGATAGAAACTGACCTGGATT3’ 3615-3635
ND1/ND2 5’ACCTCGATGTTGGATCAGG3’ 3515-3533 2689
5’ATTAAAGTGNTTGA(T/G)TTGCATTC3’ 6181-6203
cor/coll 5S’TAATCGTCACAGCCCATGCCTTCG3’ 6634-6658 2471
5’GGTCAGTTTCAGGGTTCAGGTTTAGC3’ | 9079-9014
A8/COIII 5’CTAGTGACATGCCCCAACTCAACC3’ 8939-8962 2115
5S’TCATAAGGCGGTCATGGACTTAAACC3’ | 11028-11053
ND3/ND4 5S’TTACGCGTATAAGTGACTTCCAA3Z’ 10574-10596 2331
S’TTTTGGTTCCTAAGACCAATGGAT3’ 12881-12904
NDS5/ND6 5’AACAGCTCATCCATTGGTCTTAGG3’ 12873-12896 2470
S’TTACAACGATGGTTTTTCATGTCAZ3’ 15319-15342
Cytb-D-loop 5’TGAA(G/A)ACCACCGTTGTTATTCAA3Z’ 15324-15347 2659
5’TAGGGCCTCTCGTATAACCG3’ 1321-1340
F =~ %3 Lk orowth hormone gene % 78 ciprimer B 71| 2 3k crfp i ¥
primer sequence Amplified region
F1 5’GTCAAGTCATCGAGTACGTTG?3’ promoter, exon 1, intron 1 and
R1 5’ TGACCGCGATGTTGAAGAGCC3’ exon2(partial)
F2 5S’GCTGATGCCAGTCTTACTGGT3’ exon 2, intron 2 and exon3
R2 5’TGAACTCTTCTGAGTCTCGTG3’
F3 5’GACGGTACCCTGTTGCCTGAT3’ :exon 3. intron 3 and exon 4
R3 5’CGTGATGAGCAGATTGATGCC3’
F4 5’ AGATCTCTGAGAAGCTCAGCG?S’ exon 4, intron 4 and exon 5
R4 5S"TGTGCTAGTCCTTCTTGAAGC3’
F5 5’CTACGAGTTGTTGGCTTGCTT3 exon 5, intron 5 and exon 6 to
R5 5’GCAGAGAACAACAGATTTATT3’ polyA additional signal
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Primer Sequence

YF S’TCAATCTGTGACGTCACTCA3’
YR 5’"GGCTTACCGCTCCCAAGTAT3’
Sox24F 5’CACATCAAACGACCCATGAA3’
Sox24R 5’GGGTAGTCAGCCATGTGTTG?’

(2)® & pr4dF & (polymerase chain reaction)

BEF B F JER25ul? ¢ 4550l 10 & 5 &% % 7% (S0Mm KCI, 10 Mm Tris-HCl
pH 8.3) »200mM dNTP(% 4 %] 3 $ 200mM dATP ~ dCTP ~ dGTP ~ dTTP) » i 4c } 10pm*7
Z 3 tgen— $513 > lul #2eDNA % #4% > 4 units Supertherm H & f¥ - L 2R 3 {8 > #-F i
F %~ F R VB TR 4r 4] &k (thermal cycler) » & 1194°C4e #4254 48 > £ 38 {732-35=0 T i 2 jR AR

a.94°C 40%) » #-F % DNA¥ | f% ¥ (denaturing) °
b.50°C 304, » & 3 4f L T L2513 4 & (annealing) o
c.72°C 1~ 30F) » M PER EPriE 7K B> £ 3133 :8248 ¥ B & & Ji(extension) o

dEis5e#T72°C 10448 > R F 3 2t RBEAH AL o

3) T~

#-PCR 24 2 Exo [ and SAP Kit % i {5 » i P& MegaBACE DNA Analysis System #t
ER2H IR, BT F N, FRA & BIO-RAD iCycler B AR R4 REF - 2% &
MegaBACE 500 p #* =_& ik B DNA & 7|, & 2 Sequence Analyzer #x#:& {7 Base Calling

& scf ﬁ;;%ﬁi%]:". °

(= )& 2 DNA A 7lAesd i AL Flff2 2 4
- & A DNA 2 scf 4§ » SequencherTM4. 0 » = " $H& & T o 3% ¥ #-47{F o
contig % % 17 MEGA #% % 7| ;‘@?Jﬂ: » W L DNA B 7aert > 3% i ~ MEGA 3. 0(Molecular

Evolutionary Genetic Analysis, Version 3. 0)#c#8 ¥ » 2+ 8 % & 7| ang @jedp » 11 %



e L AR LS B R > ¢ 45 P-Distance # Tamura-Nei distance » I 7 f& % * 2 JE3E
i# (Distance method):UPGMA i# 2 Neighbor Joining i# > i # A FI# > ¥ 12 Bootstrap

ZEAF4 R 1000 =x > MtRPIF DR BIZ T R -

(2 HEFL 4 ABE AR A il ip

Bt T AL E - BB G F(Polymixia loweil) s = B4 588 DNA genome ° H
strand *® 712 Bprotein coding region( # #ND1 ~ND2 ~ND3 ~ND4 ~ ND4L ~ND5 ~CO1 ~ CO2 ~
CO3 ~ ATP6 ~ ATP8 ~ cytb) » # b A 8 g CLUSTX A25% & iFalignment > i2 1 * PAML
3. 13(Phylognetic Analysis by Maximum Likelihood ver. 3.13)*® e CODEML:E {747 Fe -
ot B¢ H— 03 (one ratio model) B E 3 FAS F P R IR R TR
X FEA Ap ke s ¢ B0 (Nearly Neutral model) Py H#-F-v B 5nfg % ¢ ol i=§ »
FETEFEYI MR HP BERETIRE 2 0=0>A " HrE 2 wo=]; 1 %iEx
#-5¢ (Positive Selection model) A& iz 5@ M2 L 4e r - B35 pd Sl D%
Z #gF o A4 (Discrete model ) ) E_BK %k % P EORAF R Fhd T3 R
moRE D X R4 o SMaximum Likelihoodi2 & B 4L & f e 5048 39 T %0iG % oD
@ (dn/ds) ~ k (transition/transversion) ~ 7 (sequence divergence) % g {s » £ U
Likelihood ratio test(LRT)= & & $F % i plAEFL & fk S8 & v 5 %0s8 % TS =
BHEGE -

=~ e AR e cDNAlibrary s g
i Rk

ERAF DL BEITRERMECEF ST R AR 0 U Trizole 7844 B~

5
total RNA » 5 % Afrzutotal RNA & B 24+ 15 » £ 2 PolyA Puristz# 4] % i Jim RNA -

F & fx(reverse transcription) 77w 4% % & P& Creator SMART c¢DNA library Construction kit
He (54 e (7 o B~1pght § 2 mRNAZ oligo-dT primer 8 & {5 > % *172°C T A 4hfs > £ 40 »
F Rt A2CT K - ol BF e £ 0195°C 0 — 448~ T75°CH1* PCRen™ ViE (7 % = 3cDNA
L LR



F o arts 2. U cDNAR 5 4% a4 pe Sfi [% 2+ > g 5 CHROMA Spin-100 ? (NG
fs » 11 T4 DNA ligase & ?%ﬂpDNR—LIBEH&- » £ #& 78 % E. coli DH5a ¥ o

i£ > {4 2_cDNA library £ 2 % 15 cm-T 4 10000cfusk & #/23*LB-AP T4 ¢ » 5§ &k

BAS > PBH - FiEE 5 T%DMSOFuf &2 %5k > %5*-80C -
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— R DNA B 5| 3 A A B ALF M TR
3 & R341¢ o JI* s huniversal primer sets A e G g T TR
ST EEER e < T — — 5 a4 (Oncorhynchus masou formosanus) ~ P {4k
(Oncorhynchus masou masou) ~ % " * #& 4. (Oncorhynchus masou ishikawae) ~ ¥ 5 #&
(Oncorhynchus masou subp. ; Biwa salmon) % ‘= #& (Oncorhynchus nerka ; sockeye
salmon)~ ¥ #£(Oncorhynchus keta; chum salmon) ~ 84 ( Oncorhynchus kisutch; coho salmo)
s BE e AU DNA 2N i3 I & Oncohynchus masou % L #8¢ - o #ked ~ P~ AR~
BEFAZ - A h P ABE RSF S 16,602bp e ka8 L R A5 16,658 bp
MAEES AR RME RPIES 16,609p e A& RAFd p AN BE IR 24
(Oncorhynchus gorbuscha ; pink salmon)¥ 48 » 7& = = H % Bk 548 DNA g 78 22 25
HERRM S 16,785 bp (4c®l-) o = TEAR %0 v it £ DAl B R
#¥ (Oncorhynchus gilae; gila trout)s # 3t 2 WiThd B 42 & 7845 Gila @i
¥ ~ I taZ g (Oncorhynchus apache ; apache trout) s # %t 2 WAL R § Ve LR 5
@0k &~ A8 (Oncorhynchus aguabonia s golden trout)~ # 3> %2 & Kern @ %2 B &%
B a#d M Chihuahua ¥ % = iE@ ek & 8 § & "8 (Oncorhynchus chrysogaster ;

Mexican golden trout)?t - % Rens T Fa/ 4 58 DNA = B R 7352 = = o

SRS TR & p Ao A DNA b e S AT-rich > v 5 8RR 5 B E R
B DNA sk @ * S o w5 A 30.4% C: 28.4% G: 15.6% £ T: 25.6% #4548 DNA » %
AT =B 87 5 Bed b ol SR RS AR o A4 X T AR A AR
R ¥ o protein-coding genes ¥ 2 0 # F & 82 F 4p I b protein-coding genes
BE 5 (%% hi% 3 (conservation) » * gl - AFhE R¥S4AR 0 A B 5 NDI A
%1975 bp ~ ND2 2 #] 1050 bp ~ COI # %] 1551 bp ~ CO2 # %] 691bp ~ ATP8 2k #1168 bp -
ATP6 2 %1 684 bp ~ CO3 # %] 786 bp ~ ND3 2L #] 351bp ~ ND4L £ %] 297Tbp ~ ND4 2 %] 1381
bp ~ ND5 A %1 1839 bp ~ ND6 2 %1522 bp ~ cytb £ %] 1141 bp o ¥ 4w~ T F /& fhn
dFsudd DNA 25 2 4 3 @ £ 2 (genetic rearrangement) shIR % > @3 % 27 chdk JL
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(nucleotide -substitution) °» 13 ® protein-coding genes ¥ % 12 i = open reading
F

frame >t H %> & ND6 # ¥l openreading frame -t L 3%} -*13 3protein-coding
gene #2171 methionine A4 » ",% 7 CO1 2 GTG 1% % 4242 #5 (start codon) #F » H 3t 12
ATG i® 2 424> %78 o F ~ B 2 Flen¥ b %75 (termination codon) # TAA » ND1 ¥ ND3 R1J.v
TAG # i %2k %75 > C02~ND4 2 Cytb eh¥ 1t %472 =2 L5 - B ThedA  H=FD
TAA 3% 2b % 78 efu = 5 #F % post—transcriptional polyadenylation {é #7%¢4c e i A d
# o ATP8/ATP 6 2 NDAL/ND4 £ ¥1R 5 £ 4F A #|(overlapping) » # 483 2 F§ 10 B d&
AEDEAF > BH R T Bie A OEAF o ATP6 & C03 RIF EApid & % — e 23 o g0
ND5 £2 ND6 #7fi=% 5 F fh— BB DNA eh3 48 7 9% o

prob sk T E g e Y X 5 - L C B tRNA hA D H P L B ot sl o
Hstrand * ~ ~® &> Lstrand + » 2B tRNA eh& B354 64 % THhbp 2 BF » Tt &
B tRNA 327 riqgfp = 1 5% £ Al oho B ¥ty htRNA = s %47 amino acid stem 32
d 7 bp #rH=+ ~TYC stem & 5 bp #74 = ~DHU stem ¢ 4 bp #71f = (tRNA-Ser (AGY)

oDHU stem ¢ 3 bp #H=+)(H=) -

T8z 12S rRNA A FlehE B A3t 946-94Tbp 0 @ 16S rRNA A Flut B ik
+ 4% 1678-1755bp 2 ¥ » & & rRNA & %] %> tRNA-Phe £ tRNA-Leu(UUR) = ¥ » # ¥ fF
[f tRNA-Val » 3% 5 WS¢4 fcna = 3 1 F7 § F 47~ 12SrRNA & 16STRNA 5 2 - it Ljeke
By BrRNA AFIE RAPE 2 A5 124 % > 2 12S TRNA & 16SrRNA & % 3§ % 17 5

A4 o

R A8 4] % (control region)* # % D loop % tRNA-Pro ¥ tRNA-Phe 2. @ » &
A A8 D loop & B¢ 946 bp-1005 bp # & » r4@pE £ 41D loop 5 &) » B £ B¥5:
999bp> F1t F 2ok Sl DNA 2 B2 2 5 3 RIERr2 4% Dloop & B % &l * T XpER & f 460

peob A T F g S A S L ostrand gdF @Az o2k Oril 3573t tRNA-Asn ¥
tRNA-Cys 2 @ > d 33 Bde A7 5B DNA A 7|7 8= - B4 25 stem-loop =
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Bt HY o L Bdg AR S stem 904 0 = BaR AFHE S loop GRRA 0 B2 4R R

1 tRNA-Cys A F|¥ » ¥ ugFRiEFHEL B 5 5 -GCCC6-3 R 71 -

i v Kimura' s two-parameter genetic distanceiz & 773 ¢ g4 (family
Salmonid) = % ek M AEDNA R 7] » #7188 i B EEd e £ — > 2 B+ 1 R 2 (Maximum

Likelihood 5 ML)z 4§ eris i AR 4o ] =

Wilson & 4 & G At MM DNA e A FHEFEL LR YE 20/ F 5 & 0 F
vt e s B oS A 4 22 4 (Masu salmon) 2 F ' % (Amago salmon):if @ REdEAp A
0.37 Bl ¢ WA * - T E 2+ RAZEN S DR AL EFT AT Ad gt
SRR R A T A B A s A PERF S 550 W E W 0 BRI BB A

"
o

Oohara % * 4 * Martin and Palumbi® = #74& iz ciu 20 REDNASG L 4 F k¢ S &2 0 v
PER0.5-0.9%/% F 8 # > dopt 3B D s s VER B S Aot SRR L e 4
(RHECTRBAG S T EMBEE T A PA RS CERYL - - FFED
Sockeye salmon R\ IR3c B @ F2 w0 ) Fpt g * 0.9%/* g g & kficdfl i r i
g A T R
1. T Eph(genus Oncorhynchus)® ~ & gk (genus Salmo) chm s i PR X §E 5
-F-_FFED o

2. * T FpERaugit s LA Eo Y —F s Pl TR TR TSR ks TR S
A IR 4E 1 (vicariance) = ¥4k — 8 (Oncorhynchus masou) > ¥tk LT AP w35
AL BEFRMENA o VAR EF AP AR T ES e TR A
AR Lo s P RERFLSEES ANF T P FES o

3. EFfbA L BAETT LAY RS A keh W S Al DR S 0.8% fu i
Tt eiES - PEERTFREFPES 0 AEFS? bpiFi o
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4, -4 2 fReE(Masu salmon) %2 7 "' % (Amago salmon):if @ gE&E 4p e & 0.37h, 4
BloBhEd b~ e L E L REZEA S DR AL EFATIR, SRFEFE
HA LR SRR o Flpt > LR b BT E A 4 d P oA ATl o
5. A B P AMBMER il BEL L 0. 27%HRIS F BT IES = S RFE T B sl o
6. WAz *tenH 8 S TEA AP AFC o 5 = B B F(Clade) » 2#E(Sockeye salmon)
g1 35 i & (Pink salmon)d F — B H Jkr % (Monophyletic group) #7i% i ) & o dr#f
(Rainbow trout)£ *» w4 (Cutthroat trout) i F —¥ Ja# o 2 #(Chinook salmon) -

3 #£(Chum sakmon)#? 44£ (Coho salmon) R & ¥ — B H Jr# o
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P AR BB i

JEAR F13¥ & (genealogy)d7 34 * B 4 i ¥ A 5 = AN 1 - ~ I ® iE 7k (positive selection)

FARREOIAAFAUTURFREY BHOFFTFIGANREY) RESBAFIARH A %HY FE
(fixation) » Flpb 47 ik ot G F b SEFH W DA 2o @ B S fEL S S o B 3 Uk BV 1t 3E Jk (negative

selection or purifying selection) ¥4 4 e 2 ¥ H B M3 £ > - 3 T REF 2L T A#E
BEFE Y A “,f o = ~ I 7| 3% ;x (balancing selection) & &) & + f % ¥ ¢ b3 Rg o EFE Y
TRF RIS CEFES Ty REFAE B IR 2 AT RBAF DR T wF

H P F (d)B 2 £ P18 F(dn)ennt k3 B 4 B AT % BN 0 do/ds B4 1

=

CEH R T|D k(e > % dn/ds B3 1o PIE B B ik R A o

it PAML )97 17 cofic 4o % = > &8 — b 5 $55¢ (one-ratio model) T Ak ALk A RY
v 5;‘*%1% Y e dn/ds & 5 0.03817 ~ -56745.100604 ; # Nearly Neutral #-;% T dn/ds & A
0.03287 ~ likelihood ratio = -56531.943452 ; Positive selection $#-3% F dn/ds & 5 0.03288 -
likelihood ratio % -56531.943519 ; Discrete #i-3 * dn/ds & B 5 0.03591 -~ likelihood ratio =
-56581.217869 o o it Hcip ko AL AIF P RE T f % i R 2 L iE 7k (negative
selection or purifying selection) ¥4 2 e R ¥ H B W3 £ > - 3 T RELF 2L T A#E D
AEHEY M “f o pLeh b i 2 N o 2 B 4 e likelihood ratio {4 0 14 Discrete fi-38 T 47
1 likelihood ratio # % » F] - 2% i 42 jB] Discrete 3" # & & 14 S 30 F 5088 % “7X 3

DAFAL > TIHRBFH Y LIRAREE Pl TR A KL Rt ERS
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AR UL EREFATISHE

Ap e M a SR - A4 K % A Fl(type2 growth hormone gene):i% 78 &2 %
B o p fx# 3 o I polyA additional signal + 3088 bp(B]l= )~ FB - AL S sy - 414 £

FREFATISHEAPER
. o8By - 32 L FESAFIE 27 ~ B exon ¥£37 B intron o

2. P ALY AL EFEFATDR FHRBEY DNAKAR 7| F3ELF
FlptE R G

-5

T % e Bgit Adr ¥ o

ETIES

3. M AR A - A4 EFE FAFgintron4 2 intron5 ¢ R H < ’?%%tt i3
BB AT o T IR R WA AR iR

4. A5t A FlEcH 3 4 9 200 bp 1 DNA HFE > AP o3 Rk A TR BB
% o 4o pbx-1 >~ GATA-1~cdxA 2 SRY % o AP A 2 AR T ¥ e i
Hr- bk o BMAG EFOLR > SR Y L A A S 0 Tt
A PEATHRP LA EFEFALR NI BALFE FATIOAL SR

BE R enjps B2 o

PLeb s A ST Rkl L TAAR B - A% £ F R F A Flahintron ¢ 8 R— BT 4
MRS S B BT B OR ] KA S E_;%"gd 7 pF ¥ § PCR(real time PCR)
13N R PF RN - PG TR SRS S BT 2Bl o Ble A G
WS AL & - il 3 e 28 PCR(real time PCR) & Ji 1 0T A B ¥ v 5 4
<0 genomic DNA i (538 7 1000 & fff - % & F o e+ NEF L DNA 7 £ o
HepBpE L AR EArAd cBle BRIGH Y - ev @4 7 "AEZ BEF AT S 2
G 5 2 PCR(real time PCR)F s 4 £1 i ] » 7 i .03 I 2 4 cn DNA & B %

BiEBE T AR ANK I EREFREAFENTEIEF B A 2 AT

14

& | pE

F_*

RR A FER T

15



NS L T UF =3

1\]}35%%4%,_ 1o efygprfrméﬁf“}f“}ﬂzﬁﬂﬁ,gmﬁgr]ﬁ-i' ; 7 f;?%]:" _E'_ f’r PCRF)—% ij
AEPLABEADEE c RPN Y L MWAEF|KIIFEYF-YREF PCRF &
U R e AR Rl (R ) e

s ¢ AT e 8k cDNAlibrary e

AP - B 58 AEFH cDNA library » P 3 2 = & 7 -+ & 1B 2 & (full-length) ¢ &
Atk cDNA euE 7 &2 T/ (dofitdh) > ¥ ¢ 2Py A% L6~L7a~L8~L9~L10 -
L10a~L13a~L18 ~L18a ~L32 ~L36 ~S3 ~S3a ~S14 ~ S15~ 821 ~ S25~S27a ~ S30; = i«
30 # 7] a-globin 1 ~ a-globin 4 £ B-globin ; *7%4% & v 7 %] L-FABP ~ FABP10 % 14kDa
alipoprotein ~ alipoprotein C-1(APO-C1) ; U N A& %] ferritin H ; 4 23] 39 A& %]
B-thymosin £ phosphoprotein ssp24 ; &2 ‘m?s {4 # & & kb5 B e’ﬁ\f’:’ ¢ 427 5% i F]+ (neutrophil
chemotatic factor)LECF2 ; 2 4f %8 % 5t5 Bf c0 complement factor HI ~ Clg 39 ; %% & %]
cytochrome oxidase ¢ Va ~ cytochrome oxidase ¢ Vla ~ prostaglandin synthase D ~ ATP synthase
5d ~ cyclophilin b ~ nucleotide diphosphate kinase(NDK1) - NADH dehydrogenase Fe-S protein ~
RNase 2 ~ endopeptidase SP18 ~ MASP2 serine protease # ¢-MBL £ RBP]l - RPB2 %
IR hEd FAG] . £ ¢ Bthymosin &2 A A RBRAE T M
prostaglandin synthase D B 5 + 7] 9:]1% Ea AT T £ R BURA RS A R
AR T o

¥ gt B o AR R A U4 (expressed sequence tag 3 EST) » % 0 ¥ dE s &

Be 5 AR FI A e Lovh o R gt 1F G 3 R #E 31 Oncorhynchus masou sdfé i

(speciation) 1] o

AR 20 7 B clone hE R ORI S BAETS Tx PR E BTN
ImRNA & 5 % & > # ¢ alipoprotein C-1(APO-C1) cDNA & J13 7 w L 4=k » d = B ¥
i A F)(alleles) *7 4 B.(B] = ) L-FABP % 14kDa alipoprotein 7~ 32 1, .5 B ¥+ 18 A F|(B = ~
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B~ e 7 b g R s ey 5 F) ferritin H e 8% A FI(B14 ) ~ RBP1 57 i 4
BAFI(RIL) o d ipE FRALP| S DA FIREY 73 FHREFT A T AR T ARER

WEARY LRI L REE - s T REEREPN R
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AR By R

~

BT S AR D SR A IS 0 H -3 T 2Rz A mBiarie v Ak
PR TS /%/"‘1' Ef_ﬁ:& 8 » f d r/‘?‘”‘% g e e i T"-Ifi,i|°7*b_;’ m’.@i,@

;.fsfv r' /‘?ﬁﬁf'@;ﬂ—\l—/}\/‘? P Hp E RCpE B il E?F%

‘gﬁa

bmA P Es 3 S RAERL o H -

FLEORE R FE 4 LR Y RER BB A R E R S 0 i e e R R T

Za
-1y
e
=~
r
F=1)

giziﬁﬂﬁkg@»a%ﬁnﬁmgua,m,&wg}\,a,i\, EdmFT o Fla X op
i o g @A BB G T o aRTImERT 2 100 2% TIHE R 150 2
B oo kPRI S BAREA KD o SlAs 2B LG TR - F o AR SFBR

A AR B2k N L I

‘&,\\
&

ok ko AR S L o g AR o B A 1R

TR p AR R E R RECIF IS TRT R RFPHERL R T e L R IR

She

% 0 ki BB ¥ (Last Glacial Maximum 5 LGM) » & 8 enfis T &2t B 7R § 2. &
A A 0 2P &2 & B4 4 (Okinawa trough)#* > @ 12 1.5 3 2 & chjiid i b B
ARA(BE—) Rk PHIPET FELEREA28-29C % £ 15438 22-25C -

2R ARP 2 34.2-34.7T B2 > A RIRIEA F Sk d p X TEEIRAT o P FHILA
Akipdp R o X L Ft R T L R R A kP PR p oS T E PRF R LD

B4, - RET PR

RN S R R LEE EECR RNV F Y PR

IRAAAEPAERE T T ooa Ed - SR AMNT e A KR 2 W

~

N LSRRI RE UL AER AL 25 T BAKEHNAR 2 (rift basin) B
g kT AR o w3 F e/ 372 % ¥ (late Cetaceous/early Paleocene)
25 & epr 4 2 (Zhemin basin) ~ *w #7252l 3l E -~ M- P §E-EPE 2

(Tungyintao-Tahchentao-Nanjihtao-Penghu basin) ~ ** 1} #7& % #§ (Eocene ) = e &

Tuz-a ¥, F -5 d % 2 (North Pengchiahsu-South Pengchiahsu-Taihsi basin) ~ *%i#r
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Fre 3 ¢ 378 ¢ #(0ligocene-middle Miocene)?) = e 5 a3 2 (Taipei basin) @ 14 % 3%
PORTE A et B s 4 (Okinawa trough) o &7 2 B d ¢ EF TR IR 0 4 8] 5 TR A
(Zhemin ridge)~ 7 % ik L I 4= (Yandang-Yushan ridge)~ © #-#7:648 ¢ ¥ (Taiwan-Sinzi
ridge) (BR-+ =) - RFfFEEFECRFPFOLITHET [ FEE2 P RFFEDAHF > H
Him4 A F (576,500 5 #) Fertn 2202 ek R o R BAR A S PR St
Fp L SRR RE S T 2 o F kv B E E B PE o iR G ik 2 0k A N
Bhid & HBip o T A APSAE W D S ATAIEE F - S T RZ B IRR G 2
B> @ @3l a0 - BEHFPRDFEE > A BEHE B (Tsushima

strait)& p Aja4pid > 5 Pt B R Tokara 4 * (Tokara strait)£ = L iE4pid -

AP H KRR AGE M > F AP AR R G R AR - BHF AP R d N
i—,?'y‘/i“;ﬁi/m’_ ,/\;’/:T )\m,&J\qi}—\é‘f%ﬁ&J’ E NP Am o R 2 L= J\Eﬁ)i—rug ’

&%*ii%ﬁéﬁ%’9?ﬁﬁ%ﬁﬁﬁﬁﬁﬁﬁﬂﬁ*%ﬁﬁ@%imﬁ*iﬁ%&

—q:]L /“*’}\ﬁfiﬂ—r%"/‘m "ﬁglﬁﬂ-}i/ @%izg’ﬁlé i/“?\%}fﬁ&—r%’}ﬁﬁﬁ};%?ﬂj‘
A e s T LA F P awripir(refugia) i feY o E MR AR GIRE > 2§58 1Y
AL G AR R B Rl ) T A G R AR IR BT 04U b o d TR AR L3RR R 4 o

w

SREEEFEZ I P AR o A R LR vk kREE 2 A e

éifkiﬁﬁﬁéf'lﬁ»éi%’ i e ~ £ r'/‘éf'/‘*‘l'\7$tfv ﬂ

A

RIS
)
M-
i
)
\4
R

PP AT ST AL A - ST R 2 T RF R R N A > 2 T EN A T A
ERR Al o FIPL SR A P R EL AP > TR R RR SR > HA S
RF S EFRA o 0 SRR EE AR A GW R b SEE A3 R S
BAEL MO EARREEARE NS, B SRS TR ABAE DA T kY 4
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Species Taiwan | Amago | Masu | Biwa Chinook | Chum | Rainbow | Coho | Cutthroat | Sockeye | Pink Char Atlanic | Brook | Whitefish
trout trout salmon | trout

Taiwan 0

Amago 0.0037 |0

Masu 0.0037 | 0.0028 |0

Biwa 0.0087 | 0.0078 | 0.0081 |0

Chinook 0.0705 | 0.0699 | 0.0702 | 0.0701 | O

Chum 0.0706 | 0.0698 | 0.0702 | 0.0698 | 0.0079 |0

Rainbow 0.0710 | 0.0702 | 0.0707 | 0.0699 | 0.0630 | 0.0639 |0

trout

Coho 0.0712 | 0.0705 | 0.0709 | 0.0710 | 0.0432 | 0.0449 | 0.0632 |0

Cutthroat 0.0765 | 0.0755 | 0.0755 | 0.0759 | 0.0686 | 0.0688 | 0.0479 | 0.0661 |0

Trout

Sockeye 0.0769 | 0.0755 | 0.0764 | 0.0764 | 0.0717 | 0.0719 | 0.0683 | 0.0709 | 0.0719 |0

Pink 0.0866 | 0.0856 | 0.0861 | 0.0862 | 0.0829 | 0.0815 | 0.0822 | 0.0831 | 0.0835 | 0.0720 | O

Char 0.1081 | 0.1074 | 0.1074 | 0.1085 | 0.1058 | 0.1059 | 0.1043 | 0.1040 | 0.1077 | 0.1134 | 0.1201 | O

Atlanic 0.1095 | 0.1086 | 0.1091 | 0.1096 | 0.1059 | 0.1067 | 0.1036 | 0.1051 | 0.1067 | 0.1111 | 0.1206 | 0.1009 |0

salmon

Brook trout | 0.1139 | 0.1135 | 0.1135 | 0.1141 | 0.1098 | 0.1102 | 0.1077 | 0.1089 | 0.1117 | 0.1183 | 0.1237 | 0.0464 | 0.1060 | O

Whitefish | 0.1516 | 0.1516 | 0.1509 | 0.1506 | 0.1500 | 0.1488 | 0.1499 | 0.1468 | 0.1501 | 0.1535 | 0.1574 | 0.1506 | 0.1414 | 0.1522 |0

Fo— L EER[ PR %’Eﬁ'ﬂf?@% DNA I'] Kimura two parameter 1 |’F‘[ T SE [ p e
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Model Parameter L
one-ratio (MO ) @=0.03817 -56745.100604
Nearly neutral (M1 ) po=0.98071 @ (=0.03287 -56531.943452
pi1=0.01929  ©,=1.0000
Positive selection (M2)  pp=0.98073 @ ¢=0.03288 -56531.943519
pi1=0.00266 ©;=1.00000
p3=0.01660 ©,=1.00000
Discrete (M3) po=0.10846  «(¢=0.00000 -56581.217869
pi1=0.28955 ©,=0.03591
p3=0.60199 ©,=0.06213
Beta (M7) p=1.40112  g=26.32743 -56593.156090
Beta & @ (M8) po=0.98498 q=58.14835 -56494.066287
p1=0.01502
p2=2.39099

F R[S Hostrand ] VETIEREGA] | PAML A ETY @

=2 likelihood ratio
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Polymixia lowei

Coregonus lavaretus

Salmo salar

Salvelinus fontinalis

Salvelinus alpinus

Oncorhynchus tshawytscha

Oncorhynchus keta

Oncorhynchus kisutch

Oncorhynchus clarkii

Oncorhynchus mykiss

Oncorhynchus gorbuscha

Oncorhynchus nerka

Oncorhynchus masou subspp.

Oncorhynchus masou

Oncorhynchus masou

Oncorhynchus masou masou
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[}%ﬂ“»f\ ) ’F [ ¥EE Alipoprotein C fiU = (%) I]Ejﬁl [+

Section 1

(11 10 20 30 40 50 60 70 88

1B8 alipoprotein C (1) ATGAAACTGTCCATTGCCATTGCCGTGTTGATGCTTGTGTTCGCCGCACACACAGACGCTCAGGAGGATGAGAAGACCATTGAGGAGC
2A10 alipoprotein C (1) ATGAAACTGTCCATTGCCATTGCCGTGTTGATGCTTGTGTTCGCCGCACACACAGACGCTCAGGAGGATGAGAAGACCATTGAGGAGC
5B10 alipoproteinC (1) ATGAAACTGTCCATTGCCATTGCCGTGTTGATGCTTGTGTTCGCCGCACACACAGACGCTCAGGAGGATGAGAAGACCATTGAGGAGC
Section 2

(89) 89 100 110 120 130 140 150 160 176

1B8 alipoprotein C (89) ATTTCACCARC'ITCGGCAATCAKTGﬁAGGACCTAGGTGAGGACCTGACCG'CAAGBCCAAT GACATAGTTGAAARAGATTGGGGACAG
2A10 alipoprotein C (89) ATTTCACCAACTTCGGCAATCAGATGAAGGACCTAGGTGAGGACCTGACCGECAAGACCAAGGACATAGTTGARAAGATTGGGGACAG
5B10 alipoprotein C (39) ATTTCACCRACTTCGGCAATCACATGMGGACCTAGGTGAGGACCTGACCGCCAAGACCAAIGACATAGTTGAAAAGATTGGGGACAG

Section 3

(177) 177 190 200 210 220 230 240 250 264

1B8 alipoprotein C (177) CGAGTTCGTCACCAAAACCAGGACCTGGTTCACTGAGCAGT TTGACAAGAT GAAGGCCAAGATCGATGAGACCTTCCCCAAGCAGTAG
2A10 alipoprotein C (177) CGAGTTCGTCACCAAAACCAGGACCTGGTTCACTGAGCAGTTTGACAAGAT GAAGGCCAAGATCGATGAGACCTTCCCCAAGCAGTAG
5B10 alipoprotein C (177) CGAGTTCGTCACCAAAACCAGGACCTGGTTCACTGAGCAGT TTGACAAGATGAAGGCCAAGATCGATGAGACCTTCCCCAAGCAGTAG
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[ . 7B L-FABP 197 WSS

Section 1
(11 10 20 30 40 50 60 70 80 92

1D7 L-FABP (1) ATGGCCTTCAGTGGAACGTGGCAGGTGTATGCTCAGGAGAACTACGAGGAGTTCCTCAGGGCCATCTCACTCCCAGAAGACGTTATCAAGCT
2E04 L-FABP (1) ATGGCCTTCAGTGGAACGTGGCAGGTGTATGCTCAGGAGAACTACGAGGAGTTCCTCAGGGCCATCTCACTCCCAGAAGACGTTATCAAGCT
Section 2

(93) 93 100 110 120 130 140 150 160 170 184
1D7 L-FABP (93) GGCCAGAGACATCAAGCCCGTGACTGAGATCCAGCAGAACGGCAATGACTTCGTCATCACCTCCAAARACTCCTGGCAAGTCCATCACTAACT
2E04 L-FABP (93) GGCCRAAAGACATCAAGCCCGTGACTGAGATCCAGCAGAACGGCAATGACTTCGTCATCACCTCCAAAACTCCTGGCAAGTCCATCACTAACT

Section 3
(185) 185 190 200 210 220 230 240 250 260 276

1D7 L-FABP (185) CCTTCACCATCGGCAAAGAGGCTGGCATCACCACCATGGATGGCAAGAAGCTCAAGTGCACGGTCAGACTGGCGGAAGGGAAGCTGATGTGC
2E04 L-FABP (185) CCTTCACCATCGGCAAAGAGGCTGACATCACCACCATGGATGGCAAGAAGCTCAAGTGCACGGTCAGACTGGCGGAAGGGAAGCTGATGTGC

Section 4
(277) 277 290 300 310 320 330 340 350 368

1D7 L-FABP (277) AACACAGACAAATTCACACACATCCAGGAGCTCAARAGGCGGAGAGATGGTTGAGACGCTGACAGTGGGCTCGACGTCACTCATCAGGAGGAG
2E04 L-FABP (277) AACACAGACAAATTCACACACATCCAGGAGCTCAAAGGCGGAGAGATGGTTGAGACGCTGACAGTGGGCTCGACGTCACTCATCAGGAGGAG

Section 5

(369) 369 381
1D7 L-FABP (369) CAAAAAGTTGTAA
2E04 L-FABP (369) CAAAAAGTTGTAA
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q‘?:ﬂ' I ’Fl?ﬁ% 14kda Alipoprotein [ = l[ﬁié‘nﬂ‘[lﬁﬁlﬁd

Section 1

(11 30 40 50 60 70 86
3B08 14kda alipoprotein (1) ATGAACGGAAA TTG CATTAGCCTTAGTGCTTGCACTCCAAGTCTCTGTGTGCCTGTGTCAAGTACCAGAGCCAGACAAGGAGCT
3D03 14kda alipoprotein (1) ATGAACGGAAABTTGECATTAGCCTTAGTGCTTGCACTCCAAGTCTCTGTGTGCCTGTGTCAAGTACCAGAGCCAGACAAGGAGCT

4D12 14kda alipoprotein (1) ATGAACGGAAAATTGTCATTAGCCTTAGTGCTTGCACTCCAAGTCTCTGTGTGCCTGTGTCAAGTACCAGAGCCAGACAAGGAGCT
Section 2

(87) 87 100 110 120 130 140 150 160 172
3B08 14kda alipoprotein (87) GGTGGAGAAGTATGAGGCCATGAAGTCTGTGTTCTACAAGAGGCTGATGAACGCCTARGGCAAGGTGCAGGCTGCTGTGGGGCCTA
3D03 14kda alipoprotein (87) GGTGGAGAAGTATGAGGCCATGAAGTCTGTGTTCTACAAGAGGCTGATGAACGCCTAIGGCAAGGT GCAGGCTGCTGTGGGGCCTA
4D12 14kda alipoprotein (87) GGTGGAGAAGTATGAGGCCATGAAGTCTGTGTTCTACAAGAGGCTGATGAACGCCTACGGCAAGGTGCAGGCTGCTGTGGGGCCTA

Section 3
(173) 173 180 190 200 210 220 230 240 258
3B08 14kda alipoprotein (173) TGACTGAGAACCTGGGCCAGGGCCAGGGCCAGGCTGCCAAAGACTACATCGAGGAGCTACAGGGCAACCCCAAATTCCTGAACGCA
3D03 14kda alipoprotein (173) TGACTGAGAACCTGGGCCAGGGCCAGGGCCAGGCTGCCAAAGACTACATCGAGGAGCT!CAGGGCAACCCCAAATTCCTGA!CGCI

4D12 14kda alipoprotein (173) TGACTGAGAACCTGGGCCAGGGCCAGGGCCAGGCTGCCAAAGACTACATCGAGGAGCTGCAGGGCAACCCCAAATTCCTGAGCGE
Section 4
(259) 259 270 280 290 300 310 320 330 344

3B08 14kda alipoprotein (259) GTCAAGAT GGA CTGGTCTGGCCCAGGAAGCAGCACCCTTGGTGGACAAGGCCCGTATGGCCGGCCT GGG-TCTGTATGGACAATA
3D03 14kda allpoprotein (259) GTCAAGATEGGAACTGGTCTGGCCCAGGAAGCAGCACCCTTGGTGGACAAGGCCCGTATGGCCGGCCTGGGTCTGTATGGACAATA
4D12 14kda alipoprotein (259) GTCAAGATTGGATCTGGTCTGGCCCAGGAAGCAGCACCCTTGGTGGACAAGGCCCGTATGGCCGGCCTGGGTCTGTATGGACAATA
Section 5

(345) 345 350 360 370 380 390 400 410 420 430
3B08 14kda alipoprotein (345) TGTGCGCCCCCATGTCGGCACCTACCTGGACGAGGCCATCACCTCCATCAAGGTTTACCTCGACAAAGTCCTACCCGCTGAGGAAT
3D03 14kda alipoprotein (345) TGTGCGCCCCCATGTCGGCACCTACCTGGACGAGGCCATCACCTCCATCAAGGTTTACCTCGACAAAGTCCTACCCGCTGAGGAAT

4D12 14kda alipoprotein (345) TGTGCGCCCCCATGTCGGCACCTACCTGGACGAGGCCATCACCTCCATCAAGGTTTACCTCGACAARAGTCCTACCCGCTGAGGAAT
Section 6

(431) 432
3B08 14kda alipoprotein (431) GA
3D03 14kda alipoprotein (431) GA
4D12 14kda alipoprotein (431) GA
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[fe. Wi Ferritin H 0P (RS ELE

Secﬁon 1

(M1 20 30 40 50 60 70
2F08 ferritn H (1) ATGI I IGTGAGACAGAACTTCCATCAGGACTGTGAGGCTGCCATCAACCGGCAGATCAICCTGGAGCTGTACGCTTCCTATGT {
C

2G03 ferritin H (1) ATG GTGAGACAGAACTTCCATCAGGACTGTGAGGCTGCCATCAACCGGCAGATCARCCTGGAGCTGTACGCTTCCTATGTET

2HO07 ferritin H (1) ATG GTGAGACAGAACTTCCATCAGGACTGTGAGGCTGCCATCAACCGGCAGATCRAACCTGGAGCTGTACGCTTCCTATGTRETATC
5H02 ferritin H (1) ATGCCTTCTGTGAGACAGAACTTCCATCAGGACTGTGAGGCTGCCATCAACCGGCAGATCAGCCTGGAGCTGTACGCTTCCTATGTCTACC
Section 2

(92) 92 100 110 120 130 J40. 150 A 10
2F08 ferritin H (92) TGTCCATGGCGTATTACT TEGATCGTGATGACCAGGCCCTECEMAACTTTGCHAAGT TTTTCAAGAACCAGTCCCACGAAGANCGEGAGCA
2G03 feritin H (92) TGTCCATGGCGTATTACTTEGATCGTGATGACCAGGCCCTECARAACTTTGCEAAGTTTTTCAAGAACCAGTCCCACGAAGARCGCGAGCA
2HO7 ferritin H (92) TGTCCATGGCGTATTACT TEGATCGTGATGACCAGGCCCTGCGRAACTTTGCMAAGTTTTTCAAGAACCAGTCCCACGAAGA CGIGAGCA

140 150 160 170 182

5H02 ferriin H (92) TGTCCATGGCGTATTACTTTGATCGT GATGACCAGGCCCTACICAACTTTGCCAAGTTTTTCAAGAACCAGTCCCACGAAGAGCG GAGCA
Section 3
(183) 183 190 200 210 220 230 240 250 260 273

2F08 ferritin H (183) ccCT GAGAA CTGAT GAAAGTTCAGAACCAGAGGGGAGGGAGAAT TTCCTGCAGGA TCAAGAAACCAGAGAAGGATGAGTGGGGTAGT
2G03 ferritin H (183) CGCTGAGAAGBCTGATGAAAGTTCAGAACCAGAGGGGAGGGAGAATETTCCTGCAGGA TCAAGAAACCAGAGAAGGATGAGTGGGGTAGT
2HO07 ferritin H (183) CGCTGAGAAACTGATGAAAGTTCAGAACCAGAGGGGAGGGAGAATETTCCTGCAGGA TCAAGAAACCAGAGAAGGATGAGTGGGGTAGT
5H02 ferritin H (183) CGCTGAGAA'CTGAT GAAAGTTCAGAACCAGAGGGGAGGGAGAATTTTCCTGCAGGACATCAAGAAACCAGAGAAGGATGAGTGGGGTAGT
Section 4

(274) 274 280 290 300 310 320 330 340 350 364
2F08 ferritin H (274) GGTGTGGAGGCCCTTGAGAGTGCCCT GCAGCTGGAGA*GTGTRAACCAGTCCCT GCTGGACCTGCACAAGGTCTGCICTGAICACAACG

2G03 ferritin H (274) GGTGTGGAGGCCCTTGAGAGTGCCCTGCAGCTGGAGA GTGTAAACCAGTCCCTGCTGGACCTGCACAAGGTCTGCEBCTGAECACAACG
2H07 ferritin H (274) GGTGTGGAGGCCCTTGAGAGTGCCCTGCAGCTGGAGA GTGTAAACCAGTCCCTGCTGGACCTGCACAAGGTCTGCECTGAECACAACG
5HO02 ferritin H (274) GGTGTGGAGGCCCTTGAGAGTGCCCTGCAGCTGGAGAAGAGTGTAAACCAGTCCCTGCTGGACCTGCACAAGGTCTGCTCTGAACACAACG

Section 5
(365) 365 370 380 390 400 410 420 430 440 455
2F08 ferritin H (365) ACCCACACATGTGTGACTTCATTGAGACACACTACCTGGACGAGCAGGTGAAGT CﬁTAARGGAGCTsGGT GACTGGGTGACCAACCTCCG

2G03 ferritin H (365) ACCCACACATGTGTGACTTCATTGAGACACACTACCTGGACGAGCAGGTGAAGTCCATAAAGGAGCTAGGTGACTGGGTGACCARCCTCCG
2HO07 ferritin H (365) ACCCACACATGTGTGACTTCATTGAGACACACTACCTGGACGAGCAGGTGAAGTCCATAARAGGAGCTEGGTGACTGGGTGACCAACCTCCG
5H02 ferritin H (365) ACCCACACATGTGTGACTTCATTGAGACACACTACCTGGACGAGCAGGTGAAGTCTATAAAGGAGCTEGGTGACTGGGTGACCAACCTCCG

Section 6

(456) 456 470 480 490 500 510 531

2F08 ferritin H (456) CCGBATGGGTGCCCCECAGAACGGCATGGE GAGTACCTGTTTGACAAMACACTTTGGGI:I I IETAG
AABGA

2G03 ferritin H (456) CCGEATGGGTGCCCCECAGAACGGCATGGCEGAGTACCTGTTTGACARACACACTTTGGEG TAG
2HO7 ferritin H (456) CCGEATGGGTGCCCCECAGAACGGCATGGCEGAGTACCTGTTTGACAAACACACTTTGGG TAG
5HO2 ferritin H (456) CCGCATGGGTGCCCCGCAGAACGGCATGGCAGAGTACCTGTTTGACAAACACACTTTGGGGAAGGAACGCGAATAG
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-1 - 7P BEE RBPI [ (BSEFEHLP

Section 1

(1)1 10 20 30 40 50 60 70 80 93
2A8RBP1 (1) ATGCTGAGGATCTGTGTGGCCCTCTGTGCCCTGGCAACATGCTGGGCACAGGACTGTCAAGTTTCAAACATTCAGGTCATGCAGAACTTCGAT
3C2 RBP1 (1) ATGCTGAGGATCTGTGTGGCCCTCTGTGCCCTGGCARCATGCTGGGCACAGGACTGTCAAGT TTCAAACATTCAGGTCATGCAGAACTTCGAT
Section 2

(9494 100 110 120 130 140 150 e 10 186
2A8 RBP1 (94) AGGAGCAGGTATACTGGTAGGTGGTATGCTGTGGCCAAGARAAGATCCTGTTGGTCTGTTCCTCTTGGACAATGTCGTCGCTCAGTTCTCAGTA
3C2 RBP1 (94) AGGAGCAGGTATACTGGTAGGTGGTATGCTGTGGCCAAGAAAGATCCTGTTGGTCTGTTCCTCTTGGACAATGTCGTCGCTCAGTTCTCAGTA

Section 3

(187) 187 200 210 220 230 240 250 260 279
2A8 RBP1 (187) GATGAAAGTGGCAAAATGACTGCAACTGCCCACGGCAGAGTTATCATCCTGAACAACTGGGAAATGTGTGCCAACATGTTCGGCACCTTCGAG
3C2RBP1 (187) GATGAAAGTGGCAAAATGACTGCAACTGCTCACGGCAGAGTTATCATCCTGAACAACTGGGAAATGTGTGCCAACATGTTCGGCACCTTCGAG

Section 4
(280) 280 290 300 310 320 330 340 350 360 372
2A8 RBP1 (280) GACACTCCAGACCCTGCCAAGT TCAAGATGAGATATTGGGGCGCTGCTTCATACCTCCAGTCTGGAAACGATGACCACTGGGTCATTGACACC

3C2 RBP1 (280) GACACTCCAGACCCTGCCAAGTTCAAGATGAGATATTGGGGCGCTGCTTCATACCTCCAGTCTGGAAACGATGACCACTGGGTCATTGACACC
Section 5

(373) 373 380 390 400 410 420 430 440 450 465
2A8 RBP1 (373) GACTACGACAACTACGCCATCCACTACTCCTGCAGAGAGGTTGACCTGGACGGCACCTGCCTGGACGGATACTCCTTCATCTTCTCCCGTCAC
3C2 RBP1 (373) GACTACGACAACTACGCCATCCACTGCTCCTGCAGAGAGGTTGACCTGGACGGCACCTGCCCGGACGGATACTCCTTCATCTTCTCCCGTCAC

Section 6

(466) 466 480 490 500 510 520 530 540 558
2A8 RBP1 (465) CCCACTGGCCTTAGGCCCGAGGACCAGAAGATTGTCACAAACRAGAAAAAGGAGATCTGCTTCCTCGGCAAATACAGACGCGTTGGACACACT
3C2 RBP1 (466) CCCACTGGCCTTAGGCCCGAGGACCAGAAGATTGTCACAAACAAGAARAAGGAGATCTGCCTCCTCGGCARATACAGACGCGTTGGACACACT
Section 7

(559) 559 579
2A8 RBP1 (559) GGTTTCTGTGAAAGCAGTTGA
3C2 RBP1 (559) GGTTTCTGTGAAAGCAGTTGA
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SOURCE Oncorhynchus masou formosanus (Taiwan salmon)
ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 604)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon alpha-globin I cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 604)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (24-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..604
/organism=""Oncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="l1liver-cDNA"
/common=""Taiwan salmon"
gene 1..604
/gene="hbaal"
5"UTR 1..59
/gene="hbaal™
CDS 60..491
/gene="hbaal"
/codon_start=1
/product=""alpha-globin 1"
/translation="MSLSAKDKANVKAIWGKILPKSDEIGEQALSRMLVVYPQTKAYF
SHWSSVAPGSAPVEKHG I TIMNQIDECVNNLEDLFGFLTKLSELHATKLRVDPTNFKI
LAHNL IVVIAAYFPAEFTPE IHLSVDKFLQQLALALAEKYR™
3"UTR 492_.575
/gene="hbaal™
polyA_signal 556..561

BASE COUNT
ORIGIN

1 gaaaaaaaag

/gene="hbaal"
/note=""AATAAA"

183 a 164 c 123 g 134 t

cttattttct tagcatcttc atttaagtgg ataaacggac aagacagcta

61
121
181
241
301
361
421
481
541
601

tgagtctctc
aatccgatga
aggcctactt
gcatcaccat
tcttgaccaa
agatcctggc
ccgagatcca
agtaccgcta
tatcgacaca
aaaa

agccaaggac
gattggagaa
ctcccactgg
catgaatcaa
gctcagtgaa
tcacaacctg
cctgtccgtg
aaccggagtt
ctgacaataa

aaagccaacg
caggctcttt
tcttccgtgg
atcgatgaat
ctgcacgcca
attgtggtca
gacaagttcc
cagctgtcaa
atctaactga

tgaaggccat
ccaggatgct
ccceceggttce
gtgttaacaa
ccaagctgag
ttgccgecta
tgcagcaact
tctgtcatcc
aacccaaaaa

40

ctggggcaag
tgtcgtctac
cgctccagtg
cttggaagat
ggtggatccc
cttccctgeg
ggctctggec
gaggaataat
aaaaaaaaaa

atcctcccta
cctcagacca
gagaagcacg
ctctttggtt
accaacttca
gaatttaccc
ctggccgaga
gtccatccaa
aaaaaaaaaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 592)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon alpha-globin 1V cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 592)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (24-NOV-2007) Dept. of Medical Technology, Chung Hwa

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan

FEATURES Location/Qualifiers
source 1..592
/organism=""0ncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..592
/gene="hbaa4s"
5"UTR 1..48
/gene="hbaa4"
CDS 49..480
/gene="hbaas"
/codon_start=1
/product=""alpha-globin 4"
/translation=""MSLTAKDKSVVKAFWGK IRGKADV IGAEALGRMLTAYPQTKTYF
SQWADLSPGSVPVKKHGG I IMGAIGKAVGLMDDLVGGMNALSDLHAFTLRVDPGNFKI
LSHNILVTLAIHFPSEFTPEVHIAMDKFLAALSAALADKYR™
3"UTR 481..562
/gene="hbaa4"
polyA_signal 534..540
/gene="hbaa4"
/note=""AATAAAA"
BASE COUNT 179 a 139 c 137 g 137 t
ORIGIN
1 gagataattt cttgtatatt taatacaggc caatcagaaa ggagcaaaat gagtctgaca
61 gcaaaggaca aatctgtggt caaggccttc tggggcaaga ttagaggaaa ggcagatgtc
121 atcggcgctg aggctttggg gaggatgctg actgcttacc cccagactaa gacctacttc
181 tcccaatggg ctgacctgag ccccggctct gtgccagtca agaagcatgg aggcatcatc
241 atgggtgcaa ttggtaaagc agtcggactg atggacgacc tcgtgggggg aatgaatgct
301 ctcagcgatc tgcacgcctt cacgctgcgc gttgaccctg gaaacttcaa gatcctgtcc
361 cacaacatcc ttgtgaccct ggctattcac ttcccttctg agttcactcc cgaagtgcac
421 attgctatgg ataaattcct tgcagccttg tccgctgccc tggctgacaa atacagataa
481 gaccatcatg aaagtccacc attggactcc agttcctgct ctgttgttat tacaataaaa
541 taaacaggca atgaatgatg ttaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa
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SOURCE Oncorhynchus masou formosanus (Taiwan salmon)
ORGANISM Oncorhynchus masou formosanus

REFERENCE 1 (bases 1 to 760)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE

Nucleotide sequence of Taiwan salmon ATP synthase, H+ transporting,
mitochondrial F1 complex, delta subunit cDNA

JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 760)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..760
/organism=""Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="l1liver-cDNA"
/common=""Taiwan salmon"
gene 1..760
/gene=""ATP5D"
/note="ATP synthase, H+ transporting, mitochondrial F1
complex, delta subunit"
5"UTR 1..89
/gene=""ATP5D"
CDS 90..572
/gene=""ATP5D"
/codon_start=1
/product=""ATP synthase, H+ transporting, mitochondrial F1
complex, delta subunit"
/translation="MMAARFLRCSLPVLRQARCYADAPSGSAQMSFTFASPTQVYFKE
ASVKQVDVPTLTGAFG I LPAHVPTLQVLRPGVVTVFNDDGSAAKFFVSSGSITVNADS
SVQLLAEEAFPLDQLDVAAAKVNLEKAQSEMASASDEAARAEVQINIDANEAIVKALE
3"UTR 573..733
/gene="ATP5D"
polyA_signal 703..708

/gene=""ATP5D"
/note=""AATAAA"

BASE COUNT 195 a 189 ¢ 190 ¢ 186 t

ORIGIN

1
61
121
181
241
301
361
421
481
541
601
661
721

ccttgtccta tcagacgcac

tgtactttaa
tccctgtatt
cattcacatt
acgtgccaac
ttctccggee
tgagcagcgg
ctttccccct
ctgaaatggc
ccaacgaggc
gttggtataa
gcaagatctc
tccctgcecaa

ttatattcat
gaggcaagca
tgcctcgeca
gctgactggt
cggagtggtc
gtcaattaca
ggaccagctg
gtctgcgtct
aatcgtcaaa
aggaaatgaa
atgcttgctt
cagaaaaaaa

actgtttgac
tcaaacaaaa
agatgctacg
acgcaggtgt
gctttcggta
accgtgttca
gtgaacgcag
gatgtggctg
gacgaggctg
gccctggagt
aattctccaa
tgtacagtga
aaaaaaaaaa

tgacttcgeg

tgatggcagc
ccgacgcacc
acttcaagga
tcctecectge
acgatgatgg
actcctcggt
ctgccaaggt
ccagggccga
aggctgegtg
ctgtttcccg
aatgaaatga
aaaaaaaaaa
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caagggcttg gggattcgtt

aaggtttctc
ttcaggttct
ggccagtgtg
ccatgtcccc
ctccgecagcea
gcaactactg
caacctggag
ggtccagatc
actggtcttt
gaccagtcaa
ccaataaatt

cgttgctctc
gcccagatgt
aaacaggttg
acgttgcagg
aagttctttg
gctgaagagg
aaggcccagt
aacatagacg
gtggtgtcgt
gtcagtaact
tatttggatt



SOURCE

ORGANISM
REFERENCE

AUTHORS
TITLE
JOURNAL

REFERENCE
AUTHORS
TITLE
JOURNAL

Oncorhynchus masou formosanus (Taiwan salmon)
Oncorhynchus masou formosanus

1 (bases 1 to 650)
Chen,S_.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
Cloning and sequencing of Taiwan salmon beta-globin cDNA
Unpublished

2 (bases 1 to 650)
Chen,S.F., Liao,L.-Y.,
Direct Submission
Submitted (25-NOV-2007) Dept. of Medical Technology, Chung Hwa

Lee,C.F. and Chou,Y.C.

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan

FEATURES
source

5°UTR
CDS

Location/Qualifiers
1..650
/organism=""0Oncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
1..58
59..505
/codon_start=1
/product="beta globin"

/translation="MVDWTDAERSAIVGLWGKISVDEIGPQALARLLIVSPWTQRHFS
TFGNLSTPAAIMGNPAVAKHGRTVMHGLDRAVQNLDD IKDTYTALSVMHSEKLHVDPD
NFRLLADCITVCVAAKLSPVVFSADTQEAFQKFLAVVVSALGRQYH""
506..621

601..607
/note="AATAAAA"
193 a 172 c 158 g

3"UTR
polyA_signal

BASE COUNT 127 t

ORIGIN

1 gaggagtccc ttgtaacatt
61

121
181
241
301
361
421
481
541
601

ggtcgactgg
ggatgagatc
acatttcagc
ggccaagcac
catcaaggac
cgacaacttc
cgtcgttttc
cgctcttgge
gacactccaa
aataaaatac

acagatgctg
ggaccccagg
accttcggca
ggaaggaccg
acctatactg
aggctccttg
agtgctgata
agacagtacc
ctccagtctg
acgtaaaagc

ttgcaagtac
agcgcagtgc
ccctggcecag
acctgtccac
tgatgcacgg
cactgagtgt
ccgactgcat
ctcaggaagc
actagagcat
ttaggctgga
gaaaaaaaaa

caacggaaat
catcgtaggc
acttctgatc
acccgctgee
actggacaga
gatgcactcc
caccgtgtgce
cttccagaag
cactcgacag
agctgtgcca
aaaaaaaaaa
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caacaaacaa
ctgtggggaa
gtgtctccat
atcatgggta
gctgtgcaga
gagaaactgc
gtggccgeca
ttcctggctg
catcaatatg
tagctacaca
aaaaaaaaaa

acgtcaacat
agatcagcgt
ggactcagag
accccgeegt
acctggatga
acgtggatcc
agctcagtcc
tcgttgtgte
gaagagagat
tattgaaaat



SOURCE Oncorhynchus masou formosanus (Taiwan salmon)
ORGANISM Oncorhynchus masou formosanus

REFERENCE 1 (bases 1 to 810)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon similar to Clg-like adipose

specific protein cDNA

JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 810)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan

FEATURES Location/Qualifiers
source 1..810
/organism=""Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="l1liver-cDNA"
/common=""Taiwan salmon"
gene 1..810
/gene=""Clq""
/note="Clq domain. Clg is a subunit of the Cl enzyme
complex that activates the serum complement system™
5"UTR 1..38
/gene=""Cl1q""
CDS 39..683
/gene="C1q"
/codon_start=1
/product="Clqg-like adipose specific protein"
/translation="MAPCSLPLLALACLSLLVTAQPTWGDQD IPSMFRQIMDTVAELK
AKSDLTASVLAMKERLESMEKELQALKD IPKVAFAASLGGNGLQKAGDFNKKLVYREV
LTNVGGAYNVETGEFTAPVRGVYY IRFTANAPTDVTLSSMLYKNGGKV I LAAHESPSG
EGSDTASNGATLLLEEGDRLQMMLWANTQVWDNANHHSTFSGFPLFPMPQQLKQ™
3"UTR 684..793
/gene="C1qg"
BASE COUNT 219 a 225 ¢ 199 g 167 t
ORIGIN
1 gacattcttc ctcttctctc tgcgaccttg ttgatcacat ggcaccctgc agccttccac
61 tgctggccct ggcctgectg tctctgttgg tcacagctca gcccacctgg ggggaccagg
121 acatcccctc catgttcaga cagatcatgg acactgtggc agagctgaag gccaagtctg
181 acctaacagc cagcgtgctc gctatgaaag agagattgga atccatggag aaagaactgc
241 aggcactgaa agacattcct aaggtggcgt tcgcagcatc actgggaggc aatggactcc
301 aaaaggcagg agactttaac aaaaagctgg tctacagaga ggtcttgaca aatgttggtg
361 gtgcatacaa cgtagagaca ggtgaattca cggctccggt tcgtggagtc tactacatcc
421 ggttcacggc caacgctcct acagacgtca ccttgagctc catgctgtat aagaacggcg
481 gcaaagtcat tctggccgct cacgagagtc cgtccggcga gggcagcgac acagcgtcta
541 acggagccac tctgctgctg gaggagggag accgtctgca aatgatgctg tgggccaaca
601 cccaggtctg ggacaacgcc aaccaccaca gcaccttcag cggctttccc ctcttcccca
661 tgccacagca gctgaagcaa taggtctaca tccctcctct ccccatgaca cagcaaccag
721 aggtgtacat acacagtagc attattttca actgttgtta aatcattgac tgaattaaaa
781 ataacattga gggaaaaaaa aaaaaaaaaa

44



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 852)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon C-type MBL-2 protein cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 852)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa

FEATURES

source

gene

5"UTR

CDS

3°UTR

BASE COUNT
ORIGIN

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers
1..852
/organism=""0Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
1..852
/gene="mbl"
1..49
/gene="mbl1"
50..610
/gene="mbl1"
/codon_start=1
/product=""C-type MBL-2 protein"
/translation="MEKLAVLLLLSAAIALGDTNLTQLLGLEPLLKTEVEQTPPVGAQ
VAAVQQGTKEMSCPSDWHPYGSRCFRFVS I PRSWSDSEQNCLALGGNLASVNNLLEYQ
FMQALTKNTYGHLPDTWIGGFDAVKEGLWMWSDGSRFDF INWN I GEPNNAGEGEDCLQ
MNAASEKLWFDVPCEWKFTSLCSRRM™
611..811
/gene=""mbl1"
256 a 196 c

195 g 205 t

1
61
121
181
241
301
361
421
481
541
601
661
721
781
841

agaacctaca gaccacctgt

ggccgtectt
gcttggttta
ggtagcagca
tggatcacgc
ctgtttggca
gcaagcacta
tgcagtcaag
gaacattggt
aagtgagaag
aagaatgtag
ctacttcacc
tgtcactcac
tcctgetttt
aaaaaaaaaa

ctgcttctga
gaacccttac
gtacagcagg
tgtttcaggt
cttggtggaa
acaaagaata
gagggcttat
gagcccaata
ctctggttcg
gctaggaaat
tctcacctcc
tgcagctcac
gaagttaaag
aa

gattccttct
gtgctgccat
tgaagactga
ggacaaagga
ttgtcagcat
acctagcatc
cctatggcca
ggatgtggtc
acgctggaga
acgtgccctg
gacccagcca
aggagtcaac
cattacctaa
ataaatgact

ctgacaggaa
tgcactgggc
ggtggaacag
aatgtcatgt
tccgeggtea
cgtgaataac
cttacctgat
agatgggtcc
aggagaggac
tgagtggaag
cttcaactct
agtctacact
acttgtgatg
gaaaaaaaaa
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acgattgcca
gacacaaacc
actcctcctg
ccctcagact
tggtcagatt
cttttagagt
acctggattg
agatttgact
tgtctgcaga
tttacatctc
cacctccagg
tcaatactca
aaactgtgtg
aaaaaaaaaa

tggagaagtt
tgacccagct
tcggggctca
ggcacccata
ctgagcaaaa
accagttcat
gaggttttga
tcattaactg
tgaacgctgc
tctgttccag
ggtcaacagt
aaccaagatc
atgttgctaa
aaaaaaaaaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 965)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon complement factor H1 protein
cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 965)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa

FEATURES

source

gene

5"UTR

CDS

3°UTR

polyA_signal

BASE COUNT

ORIGIN

1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers
1..965
/organism=""0Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
1..965
/gene="cfth"
1..17
/gene=""cfth"
18..782
/gene=""cfh"
/codon_start=1
/product=""complement factor H1l protein™
/translation=""MKSSLTLLCLVVWVNVDASSAQTEYCGKPEGEGRRMRT IPDRER
YENGDQVEYGCLATCKNGEWDKT IKGKDYCSKPEGADTRMLL IPDRERYENGDK IDYG
CLSGPNTGSRGRATCKNGEWTQTEPKDFCGPPPHLMNGDTMGGTRERYRNGESVQYVC
QKYY ILDPPSAFKTCRDGIWIGSITCLKPCTVDEELMNTQN IQFKYPPKDQTKLYSTH
GDHTTFKCTGHLRLSPGSVDFRQECINGFMNLPHCQ""
783..957
/gene=""cfh"
925..930
/gene="cfh"

/note="AATAAA"

303 a

190 c

actaccattt gatcaacatg

atgtggatgc
gaatgcggac
gtcttgcaac
gtaaacctga
atggggacaa
caacttgcaa
cacatctcat
cagttcaata
gtcgtgatgg
agctgatgaa
attccacaca
gtagcgttga
agtggcttcg
taacccctgt
gtatttcatgy
aaaaa

ttcatcagct
gattcctgat
ttgtaagaac
gggtgcagac
aatagattat
gaacggagag
gaacggagac
tgtctgccag
gatctggata
cacacagaac
tggagatcat
ttttcgtcag
tcttacgcaa
caatagtttg
attgtccaaa

237 g

235 t

aaatcctctc tgactctgct

cagactgagt
cgagaacgtt
ggagagtggg
accagaatgt
ggatgcctta
tggactcaga
acgatgggcg
aagtactaca
ggatcgataa
atccaattta
accactttta
gagtgtataa
agagatggcc
ctcaaaatac
atgaaataaa

actgtggtaa
atgaaaatgg
ataagaccat
tgctgattcc
gcggcccaaa
ctgagcccaa
gtaccagaga
tccttgatcc
cctgtctgaa
aatatcctcc
agtgtactgg
acgggttcat
actggattgt
tttcagattc
gtgctgetgg
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gtgtctggtg gtatgggtaa

gcctgagggt
ggaccaagtg
caagggcaaa
tgaccgagag
cacaggctca
ggatttctgt
acgctacaga
accttcagcg
accctgcact
aaaagatcaa
tcatcttaga
gaacttgcct
tgggcaaaca
attgtctgaa
ttcacagagc

gaagggagga
gagtatggat
gattactgta
agatatgaaa
agaggaagag
ggaccacctc
aatggagaat
ttcaagacgt
gtggatgaag
actaaactct
ctgagcccag
cattgccaat
tgtcaatgaa
taaatgtatg
agaacataaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 670)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon cytochrome c oxidase subunit

Va precursor cDNA

JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 670)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL Submitted (25-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..670
/organism=""0Oncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
gene 1..670
/gene=""COX-vVa"
5"UTR 1..74
/gene=""COX-va"
CDS 75..500
/gene=""COX-vVa"
/codon_start=1
/product=""cytochrome c oxidase subunit Va precursor"
/translation="MFRAVVRLSTSGVRSLARIRPCYSAPLASRCYSHAKVETDEEFD
ARWVTYFSKPD IDAWELKKGMNTL 1GYDLVPEPKILDSALRACRRLNDLASAIRILEA
VKDKSGPHKD1YPYLIQELQPTLIELGIPTPEDLGMDKL"
3"UTR 501..643

/gene=""COX-vVa"

polyA_signal

BASE COUNT

ORIGIN

1
61
121
181
241
301
361
421
481
541
601
661

625..630

/gene=""COX-Vva"
/note=""AATAAA"

180 a

172 c

ctttttcgat gtccctctga

caccggtcgg
tagcgcggat
aggtggagac
ttgatgcctg
aacccaaaat
ccatccgcat
acctgattca
tgggcatgga
ttctcttcaa
tgttgtgtac
aaaaaaaaaa

caagatgttc
acgaccatgt
agatgaggag
ggagctaaag
cctcgactca
cctcgaggca
agaactgcag
caaattatag
gtctctgcct
aaaattatgg

146 g

172 t

atctgttcct tagcacacga

agagccgttg
tactcggctc
ttcgatgccc
aaaggcatga
gctcttcgtg
gtcaaggaca
cccactctga
acatcctctg
tgtcctggtg
atttaataaa

ttcgactttc
ctttggccte
gttgggtcac
acacattaat
cttgccgaag
aatctggccc
ttgagctggg
ggtcatctgg
tctgtgtgat
gcaatatcta
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caccgttagc
aacctctggg
ccgatgctac
ttatttcagc
tggctacgac
gttgaatgac
ccacaaagat
tatccccaca
tggccaacga
gttgatttaa
tcgaaaaaaa

cactgattct
gtacggagtt
tcccatgeca
aagccagaca
ctggtacctg
ttggccagtg
atctacccat
cctgaggatc
gatgaaccac
tccactctcc
aaaaaaaaaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 615)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon cytochrome cVIl a cDNA
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 615)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..615
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..615
/gene="cox6al"
/note=""cytochrome c oxidase subunit Vla polypeptide 1"
5"UTR 1..32
/gene=""cox6al"
CDS 33..443
/gene=""cox6al"
/codon_start=1
/product=""cytochrome c oxidase subunit Vla polypeptide 1"
/translation="MASFGRISQALLRSSI IQTRQLSASAAHSHGEQTARTWKILSFV
VALPGVAVCMLNMYLKMQRHAAHHVEPEFVPYSHLR I RSKRFPWGDGNKSLFHNPEVN
ASLMAMKDVKNDHSSSRLPHTLGPESSLNSLLCY"
3"UTR 444 _ 586
/gene=""cox6al"
polyA_signal 574..579

BASE COUNT
ORIGIN

1 ggttcatctg

/gene=""cox6al"
/note=""AATAAA"

187 a 152 ¢ 117 g 159 t

atcggtcaga aagactgtga aaatggcgtc ttttggaaga atttcgcaag

61
121
181
241
301
361
421
481
541
601

ctctcctacg
atggggagca
ttgcagtgtg
aacctgagtt
atggcaacaa
acgtgaagaa
tcaattcttt
ttatgtttaa
catttaacac
aaaaaaaaaa

gtcctcaata
aacagccaga
catgttgaac
cgtaccttac
gagcctgttc
tgatcactct
actctgttac
ctatgcatac
aatgtgtgct
aaaaa

atccagaccc
acatggaaga
atgtacctga
agccaccttc
cacaaccctg
tcttccagat
tagaccacgc
ttgtcacaag
taaacttaac

gtcaactctc
tcctctcctt
agatgcagcg
gcattcgcag
aagtaaatgc
tacctcatac
tcttcaaaca
ggactcaatg
taaaataaat

48

tgcctcagceg
tgtagttgcc
acatgctgca
caagcgtttc
ctccctgatg
actgggacca
gtttacgctc
atagtaaaac
attacgaaaa

gcccatagtc
cttccagggg
caccatgtgg
ccatggggtg
gctatgaagg
gagtcttccc
ctctattcca
ctttctggac
aaaaaaaaaa



SOURCE Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 963)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ferritin-H subunit cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 963)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (25-N0OV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..963
/organism=""0ncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..963
/gene=""ftH"
5"UTR 1..206
/gene=""fFtH"
CDS 207..737
/gene=""ftH"
/codon_start=1
/product="ferritin-H subunit”
/translation="MSPVRQNFHQDCEAAINRQINLELYASYVYLSMAYYFDRDDQAL
HNFAKFFKNQSHEEREHAEKLMKVQNQRGGR I FLQDVKKPEKDEWGSGVEALESALQL
EKSVNQSLLDLHKVCADHNDPHMCDFIETHYLDEQVKS IKELGDWVTNLRRMGAPQNG
MAEYLFDKHTLGKEST"*
3°UTR 738..945
/gene=""ftH"
polyA_signal 922..926
/gene=""ftH"
/note=""ATAAA"
BASE COUNT 271 a 237 ¢ 215 g 240 t
ORIGIN
1 gacacatatc agtttgcgga cgagagtaaa ggttacctgc ttcgacagtg cttgaacggc
61 aaccttctac tcttctaagc aatttttttt tgattgaatt gatccctttt gaaaaccaaa
121 ttagatcaag ctatccataa catcgtagaa acgaacaatt cgaatcattc acgccacctc
181 ttcggaccag aaaaaacaca agaaacatgt ctccagtgag acagaacttc catcaggact
241 gtgaggctgc catcaaccgg cagatcaacc tggagctgta cgcttcctat gtttatctgt
301 ccatggcgta ttacttcgat cgtgatgacc aggccctgca taactttgct aagtttttca
361 agaaccagtc ccacgaagaa cgcgagcacg ctgagaagct gatgaaagtt cagaaccaga
421 ggggagggag aatcttcctg caggatgtca agaaaccaga gaaggatgag tggggtagtg
481 gtgtggaggc ccttgagagt gccctgcagc tggagaaaag tgtaaaccag tccctgctgg
541 acctgcacaa ggtctgcgct gatcacaacg acccacacat gtgtgacttc attgagacac
601 actacctgga cgagcaggtg aagtccataa aggagctagg tgactgggtg accaacctcc
661 gccggatggg tgccccccag aacggcatgg ccgagtacct gtttgacaaa cacactttgg
721 gcaaagagag cacatagacc ctcagtttct tgctatatcc tatagctgtg tttctgtctt
781 gctttatcta taggcttggc atcaatcaag ttcatccttg aatccttagt ttgtgctatg
841 ctattccctc ccgttcctat aagccagtag ccctttcccc tccacatgcc attctagect
901 gcttgtttga ctgcagttgt cataaatgaa accctctgga ttctgaaaaa aaaaaaaaaa
961 aaa
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 846)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L6 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 846)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan

FEATURES Location/Qualifiers
source 1..846
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..846
/gene="RPL6"
5"UTR 1..20
/gene=""RPL6"
CDS 21..797
/gene=""RPL6"
/codon_start=1
/product="ribosomal protein L6"
/translation="MAEGDKKVAKKAHCSRNPVLARG IGRYSRSAMYARRAMYKRKTK
TTETKIEKKLKVKTPST I TKTVGGDKNGGTRVVKMRKMPRYYPTEDVARKLKNHGKKP
FSQHKRNLRATITPGTVLVLLTGRHRGKRVVFLKQLSSGLLLVTGPLALNRVPLRRAH
QKFVIATATKVD I SGMK IPKTLSDAYFKKKRLRRPRHQEGE I FDTEKEKYQLTEQRKE
DQK1VDSQLLPLIKKVPQLKGYLRSSFCLSNGVCPHKLVF**
3"UTR 798..831
/gene=""RPL6"
polyA_signal 805..810
/gene="RPL6"
/note=""AATAAA"
BASE COUNT 240 a 235 ¢ 211 g 160 t
ORIGIN
1 gectttttttt catagcaaag atggcagagg gagacaagaa ggtggccaag aaggctcact
61 gcagccggaa ccctgtcctg gccaggggca tcggtcgcta ctctcgetcc gccatgtatg
121 cccgcagggc catgtacaag agaaagacca agaccactga gaccaagatt gagaagaagc
181 tgaaggtcaa gaccccatcc accatcacca agactgttgg cggtgacaag aatggaggca
241 ctcgtgttgt aaagatgcgc aaaatgcccc gttactaccc cacagaggat gtggcccgta
301 aactgaagaa ccatggtaag aagcccttca gccagcataa gaggaacctg cgtgccacca
361 tcaccccagg aaccgtgctt gtactgctca ctggacgcca ccgcggaaag cgtgttgtgt
421 tcctgaagca gctctccagt ggtctcctgc ttgtaactgg tcccttggcc ctgaaccgtg
481 tccccctgcg cagggcacac caaaagtttg tcatcgccac tgcaaccaag gttgacatct
541 ctggcatgaa gatccccaag acactgtcag acgcctactt caagaagaag aggctgagga
601 gaccccgcca ccaggaggga gagatttttg acacagagaa agagaagtac cagttgacag
661 agcagaggaa ggaggaccag aagattgtag actctcagct gctacccctc attaagaagg
721 ttccccagct gaagggctac ctgcgctcct ctttctgect ctccaacggt gtctgccctc
781 acaaactggt tttctaaatg ttgtaataaa gagtaccacc acagtcctca caaaaaaaaa
841 aaaaaa
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 869)
AUTHORS Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L7a cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 869)
AUTHORS Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa

FEATURES
source

gene
5°UTR

CDS

3°UTR

polyA_signal

BASE COUNT
ORIGIN

1 ggcttttcta tctgatccaa

University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers
1..869
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
1..869
/gene="RPL7a"
1..21
/gene=""RPL7a"
22..822
/gene="RPL7a"
/codon_start=1
/product="ribosomal protein L7a"
/translation="MPKGKKSKGKKVAPAPSVAKKHEAKKVVNPLFEKRPKNYG IGQD
1QPKRDLTRFVKWPRY IRLQRQRS I LYKRLKVPPAVNQFTQALDRQTATQLFKLAHKY
RPETKQEKKQRLLARAELKAAGKGDTPTKRPPVLRAGVNTVTTLVESKKAQLVVIAHD
VDP IELVVFLPALCRKMGVPYCIVKGKARLGRLVHRKTCTSVAFTQTNPEDKGALAKL
VEAITKTNYNDRYEE IRRHWGGG IMGPKSTARITKLEKAKAKGLATKLG™
823..857
/gene=""RPL7a"
838..843
/gene="RPL7a"
/note=""AATAAA"
244 a 234 c

237 g 154 t

catgcctaaa ggcaagaagt ctaaggggaa gaaggtggca

//

61
121
181
241
301
361
421
481
541
601
661
721
781
841

cctgcccectt
aagaggccaa
tttgtgaaat
ctgaaggtcc
cagctattca
ctgctggccc
cctgttctce
ctggtggtca
tgtcgtaaga
gtgcacagaa
gcccttgeca
cgtcgtcact
gagaaggcaa
aaatgttcca

cagtggccaa
agaactatgg
ggccccgeta
cccctgeggt
aactggccca
gcgctgagcet
gtgcaggtgt
ttgcccacga
tgggcgtece
agacctgcac
agctggtgga
ggggaggtyg
aggccaaggg
agaaatgaaa

gaagcacgag
cattggtcag
cattcgcctg
caaccagttc
caagtacagg
gaaggctgct
gaacacagtc
tgtggaccct
ttactgcatt
ttcagttgcc
agccatcaag
tatcatgggc
actggccacc
aaaaaaaaa

gccaagaaag
gacatccagc
cagaggcagc
acccaggcac
ccggagacca
ggaaagggag
accactctag
attgagttag
gtcaagggaa
ttcacacaga
accaactaca
cccaagtcca
aagctcggat
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tggtcaatcc
ccaagcgtga
gctccatcct
tggaccgcca
agcaggagaa
ataccccaac
tggaaagcaa
tggtgttcct
aggccaggtt
caaaccctga
atgacagata
cagcccgcat
aaactgtttg

cctgttcgag
tctgacacgc
gtacaagcgt
gacggccaca
gaagcagagg
caagaggcct
gaaggcccag
gcctgctctg
gggacgactg
ggacaaaggt
cgaggagatc
cacaaagctg
ctatcaaaat



SOURCE

ORGANISM
REFERENCE

AUTHORS
TITLE
JOURNAL

REFERENCE
AUTHORS
TITLE
JOURNAL

Oncorhynchus masou formosanus (Taiwan salmon)
Oncorhynchus masou formosanus
1 (bases 1 to 852)
Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
Nucleotide sequence of Taiwan salmon ribosomal protein L8 (L8) cDNA
Unpublished
2 (bases 1 to 852)
Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
Direct Submission
Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers
1..852
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
1..852
/gene="RPL8"
1..28
/gene=""RPL8"
29..802
/gene="RPL8"
/codon_start=1
/product="ribosomal protein L8"
/translation=""MGRVIRGQREGAGSVFKAHVKHRKGAAKLRH IDFAERHGY IKGI
VKD 1 IHDPGRGAPLAKVAFRDPYRFKKRTELFIAAEG IHTGQF I YCGKKAQLN IGNVL
PVGTMPEGT I ICCLEEKPGDRGKLARASGNYATV ISHNPETKKSRVKLPSGSKKVIAS
ANRAVVGVVAGGGR I DKP I LKAGRAYHKYKAKRNSWPRVRGVAMNPVEHPFGGGNHQH
1GKPST IRRDAPAGRKVGL IAARRTGRLRGTKTVTEKEN"
803..838
/gene=""RPL8"
813..819
/gene="RPL8"
/note=""AATAAAA™
225 a 222 ¢ 230 ¢

FEATURES
source

gene
5°UTR

CDS

3°UTR

polyA_signal

BASE COUNT
ORIGIN

175 t

//

1
61
121
181
241
301
361
421
481
541
601
661
721
781
841

ctctttccgt
tgccggetece
cattgacttc
ccctggtegt
gaggactgag
caagaaagct
catcatctgc
gaactacgcc
ctctggctcc
aggtggacgt
caagaggaac
cggtggtggt
tggtcgcaag
tgtcacggag
aaaaaaaaaa

catcggggtt
gtgttcaaag
gcagaacgtc
ggtgctccce
ctgttcatty
cagctgaaca
tgtctggagg
acagtcatct
aagaaggtca
attgacaagc
tcctggecac
aaccaccagc
gtcggtctca
aaagagaact
aa

tagtcacgat gggacgtgtt

cccacgtgaa
atggttacat
tggccaaggt
ctgctgaggg
ttggtaatgt
agaaacctgg
cccacaaccc
ttgcttctge
ccatcctgaa
gtgtccgtgg
atattggaaa
ttgctgeecg
aactcccttt

gcacagaaaa
caagggaatc
ggctttccgt
catccacacc
tctgectgtg
cgacaggggc
agagaccaag
taacagagct
ggccggtegt
tgtggccatg
accctcaact
tcgtacaggc
acaataaaat
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atcaggggac
ggtgccgcta
gtaaaggaca
gacccctacc
ggacagttca
ggcaccatgc
aagctggcca
aagtccagag
gtcgttggtg
gcctaccaca
aatcctgttg
atcaggaggg
agactgcgtg
gttccaagga

agagagaagg
aactcagaca
ttatccacga
ggttcaagaa
tctactgtgg
ctgagggaac
gggcgtctgg
tcaagcttcc
tggttgccgg
aatacaaggc
aacatccctt
atgcacccgc
gaacaaagac
caatacagaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 814)
AUTHORS Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L9 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 814)
AUTHORS Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..814
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..814
/gene="RPL9"
5"UTR 1..26
/gene=""RPL9"
CDS 27..605
/gene=""RPL9"
/codon_start=1
/product="ribosomal protein L9"
/translation=""MKTILSNQIVDIPDGVEVRLKGRTVIVKGPRGVLRREFNHINLE
LSLLGKTHKKLRVDKWWGNRKELATVRT ICSHVQNMIKGVTMGFRYKMRSVYAHFPIN
VVMQESGALVE IRNFLGEKY IRRVRMRQGVSCAVPAAQKDEL I LEGND I ELVSNSAAL
1QQATTVKNKD IRKFLDG I YVSEKGTVVQKED"
3°UTR 606..783
/gene=""RPL9"
polyA_signal 754..760
/gene="RPL9"
BASE COUNT 238 a 185 c 228 g 163 t
ORIGIN
1 ggctttttcc tctactaccg gcgagaatga agaccattct cagtaaccag attgtggata
61 tccccgacgg tgtcgaagtg aggctgaagg ggcggactgt catcgtcaag ggaccccggg
121 gggttctccg cagggagttc aaccacatca acctggaact cagcctgttg gggaagacgc
181 acaagaagct gcgcgtggat aaatggtggg gcaacaggaa ggagctggcc acagtcagga
241 ccatctgcag tcacgtccag aacatgatca agggagtcac catgggtttc cgctataaga
301 tgcgttcggt gtacgcccat ttccccatca acgttgtgat gcaggagagt ggagctctgg
361 tggagatcag gaacttcctg ggggagaagt acatccgtag ggtccgcatg agacagggtg
421 tttcctgtgc tgtgcctgca gcccagaagg atgagttgat tctggagggg aacgatattg
481 agctggtgtc taattctgcc gctctcatcc agcaagccac cacggtcaaa aacaaggata
541 tcaggaagtt cttggacgga atctacgtgt ctgagaaggg cacggtggtc cagaaagagg
601 attagagccg ctctgatcca acaagtcacc acggtcaaga agaacatcag gaagttcctg
661 gatgggatct acgtcagtga gaagagacca ctgtggcgga aacagacgga cgaataactg
721 aatcagatgc atctctggaa ctcactattg accaataaaa tccctccctt ttttccaacg
781 acgaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa

//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 821)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L10 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 821)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..821
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..821
/gene=""RPL10"
5"UTR 1..24
/gene=""RPL10"
CDS 25..672
/gene=""RPL10"
/codon_start=1
/product="ribosomal protein L10"
/translation="MGRRPARCYRYCKNKPYPKSRFCRGVPDPKIRIFDLGRKKARVD
EFPLCGHMVSDEYEQLSSEALEAARICANKYMVKTCGKDGFH IRVRLHPFHV IRINKM
LSCAGADRLQTGMRGAFGKPLGTVARVRIGQV IMSVRTKASNKEHI 1EALR I AKFKFP
GRQKITHMSKKYGFTKFNAVDFDQMMAEKRYV IPDGCGVKY IPSTGPLARWKK THAT™
3"UTR 673..801
/gene="RPL10"
polyA_signal 784..789

BASE COUNT
ORIGIN

/gene=""RPL10"
/note=""AATAAA"
207 a 218 ¢

216 g 180 t

1
61
121
181
241
301
361
421
481
541
601
661
721
781
//

cttttcctcc
aagaacaagc
atctttgacc
gtctctgacg
aacaagtaca
cccttccatg
acagggatgc
caggtgatca
cgcatagcca
ttcaccaagt
gatggctgtg
cacgccatct
ctgtctggtc
ggcaataaat

attcgatcgc
cctaccccaa
tgggcaggaa
agtacgagca
tggtgaagac
tcatccgtat
gtggtgegtt
tgtctgtccg
agttcaagtt
tcaacgcggt
gggtgaagta
agacacccaa
ctcggcttca
attaacacaa

agccatgggt
gtcccgtttce
gaaggccagg
gctgtcctct
ttgtggaaaa
caacaagatg
cggtaaaccc
caccaaggcc
ccccggacge
ggactttgat
catcccttcg
ctacagactg
caagaggtca
gaaaaaaaaa

cgccggecag
tgtcgeggtg
gtggacgagt
gaagctctgg
gatggcttcc
ttgtcctgeg
ctgggcacag
agcaacaagg
cagaagatcc
caaatgatgg
actggtcctc
tctggacagg
gacatggtga
aaaaaaaaaa
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cccgatgcta
tgcctgatcc
tccctetgtg
aggcagcccg
acatccgggt
ctggggctga
tggccegtgt
agcacattat
acatgtccaa
ctgagaagcg
tggctcgetg
ttcaacatcc
atgaatacat
a

ccgctactge
taagattcgg
tggtcacatg
tatctgtgcc
ccggctgcac
caggctccag
tagaatcggt
cgaggctctc
gaagtacggc
tgtgattcct
gaagaagatt
cataggatgc
ctggaaagtt



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 755)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L10a cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 755)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..755
/organism=""0ncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..755
/gene="RPL10a"
5"UTR 1..39
/gene=""RPL10a"
CDS 40..690
/gene="RPL10a"
/codon_start=1
/product="ribosomal protein L10a"
/translation=""MSKVSRDMLYEVVKEVQAGSLAKPRKFTESVELQISLKNYDPQK
DKRFSGTVRLKTTPRPKFSVCILGDQQHCDEAKAAELPHMD I EALRKLNKNKKMVKKL
AKKYDAFLASESLIKQIPRILGPGLNKAGKFPSLLTHNENLN IKVDEVKST IKFQMKK
VLCLAVAVGHVKMSEEELVYNIHLAVNFLVSLLKKNWQNVRALYVKSTMGKPQRLY"
3°UTR 691..730
/gene="RPL10a"
polyA_signal 712..718

BASE COUNT
ORIGIN

/gene="RPL10a"
/note=""AATAAAA™

229 a 188 c 187 g 151 t

1
61
121
181
241
301
361
421
481
541
601
661
721
//

cttttcagtg
atgctctacg
acagaatccg
ttctctggea
ggagaccagc
gccctcagaa
gccttectgg
aacaaggctg
gatgaggtta
gtgggtcacg
ttcctggtat
accatgggaa
acaaatcacg

ctctgtcgeg

aggtggtcaa
tagaactcca
ccgtcagact
agcattgtga
agctcaacaa
cctctgagtc
gcaagttccc
agtccaccat
tgaagatgtc
ctctgctgaa
aaccccagcg
aaaaaaaaaa

tgcgagcaat
ggaggtccag
gatcagcttg
gaagaccacc
tgaggcaaag
gaacaagaaa
tctgatcaaa
ctccctecte
caagtttcag
cgaggaagag
gaagaactgg
cctctactag
aaaaaaaaaa

accgtcaaaa
gcgggatctc
aagaactacg
cctaggccca
gctgcagagc
atggtgaaga
cagatccctc
acccacaatg
atgaagaagg
ctggtgtaca
cagaatgtcc
aggacaaatg
aaaaa

55

tgagcaaggt
tggccaagcc
atccccagaa
agttctctgt
tgccacacat
agctggcaaa
gtatcctggg
agaacctcaa
tgctgtgtct
acatccacct
gtgctctcta
ctttaactac

atccagggat
acgcaagttc
ggacaagcgt
ttgcatcctg
ggacattgag
gaagtatgat
gcctgggcte
catcaaggtt
ggcggtggea
ggcggttaac
tgtcaagagt
caataaaagg



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 712)
AUTHORS Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L13A cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 712)
AUTHORS Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..712
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..636
/gene=""RPL13A"
5"UTR 1..18
/gene=""RPL13A"
CDS 19..636
/gene=""RPL13A"
/codon_start=1
/product="ribosomal protein L13A"
/translation="MADRFNKVLLLDGRGHLLGRLAAIVAKQVLLGHKVVVVRCEGIN
I SGNFYRNKLKYLAFLRKRMNTNPSRGPYHFRAPSK I FWRTVRGMLPHKTKRGQAALE
RLKVFDG IPPPYDKRKRMVVPAALK I VRLKPTRKFALLGRLAHEVGWKYQAITATLEE
KRKEKARIRYTKKKTVTKLSKLAEKNVESK I SKYTAVLKQYGVLV*"
3"UTR 637..683
BASE COUNT 210 a 163 c 188 g 151 t
ORIGIN
1 gctttctttt cgcacatcat ggcggaccgg ttcaataagg ttctgctgct tgatggcaga
61 ggccatctac ttggtcgtct cgctgccatt gtggcgaagc aagttctgct tggccacaag
121 gtggtagttg tgagatgtga gggtatcaac atctctggaa acttctaccg taacaaattg
181 aagtacctgg ctttcctgcg taagaggatg aacaccaacc cctcacgtgg accatatcac
241 ttcagagcgc ccagcaaaat cttctggagg accgtaaggg gcatgctgcc tcacaaaacc
301 aagaggggac aggctgcact ggagaggctg aaggtgttcg atggtatccc acctccttat
361 gacaagagga agcgcatggt cgtacctgct gccctgaaaa ttgtccgtct gaagcccact
421 cgcaagtttg ccctcctcgg gcgtctggec cacgaggttg gctggaagta ccaggccatc
481 acagccacct tggaggagaa gaggaaggag aaggccagga tccggtacac caagaaaaag
541 accgtgacca agctgtcaaa gctggcagag aagaacgtgg agagcaagat ttcaaagtac
601 actgctgtcc tgaaacaata tggggtcctt gtctgagcta gtttgtggtg gccaataaag
661 ataaataaat gtttatagaa tgcaaaaaaa aaaaaaaaaa aaaaaaaaaa aa

//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 674)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon L18 ribosomal protein cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 674)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..674
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..674
/gene=""RPL18"
5"UTR 1..22
/gene=""RPL18"
CDS 23..589
/gene=""RPL18"
/codon_start=1
/product="ribosomal protein L18"
/translation=""MGVDIRHNKDRKVHRKEPKSQDIYLRLLVKLYRFLARRSTAPFN
KVVLRRLFMSRTHRPP I1SVSRMIRKMKLPGRENRTAVVVGTVTDDVRIQD IPKLKVCA
LKVTDGARRRILKAGGQVMTFDQLALAAPKGQGTVLLSGPRKGREVYRHFGKACGTPH
SHTKPY IRSKGRKFERARGRRSSRGYKA"*
3°UTR 590..633
/gene="RPL18"
polyA_signal 622..627

BASE COUNT
ORIGIN
1

/gene=""RPL18"
/note=""AATAAA"
198 a 175 ¢

171g 130 t

61
121
181
241
301
361
421
481
541
601
661

//

ccctttccac tctgagtcca

gcacagaaag
attcctggcc
gagcaggacc
tggacgtgag
ggatatcccc
cctgaaggcc
acagggcact
aaaagcctgt
gtttgagcgt
ttttccatgg
aaaaaaaaaa

gagcccaaga
cgtcgctcca
cacaggcctc
aacagaaccg
aagctcaagg
ggaggccagg
gtgctgectgt
ggaaccccce
gctcgtggge
aatctgatac
aaaa

agatgggagt
gtcaggatat
ctgctccctt
cgatatcagt
cagttgtcgt
tgtgcgetct
tcatgacctt
caggaccccg
acagtcacac
gtagatccag
aaataaagat

cgacatccga
ctacctgagg
caacaaagtg
gtcccgeatg
gggaaccgtc
gaaggtgact
tgaccagctt
taagggcaga
caagccctac
ccgtggatac
agcaaaaaaa

57

cacaacaagg

ctcctggtca
gtcctcagga
atccgtaaga
actgatgatg
gacggcgctc
gctctggctg
gaggtgtaca
attcgctcca
aaggcctaaa
aaaaaaaaaa

accgtaaggt
agctttacag
ggctcttcat
tgaaactgcc
tcagaattca
gccgcaggat
cccccaaagg
ggcattttgg
agggcaggaa
gtcttttttg
aaaaaaaaaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus

REFERENCE 1 (bases 1 to 648)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L18a

JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

gene

5"UTR

CDS

3°UTR

polyA_signal

BASE COUNT
ORIGIN

1 gctctttccc

(RPL18A) cDNA

Unpublished

2 (bases 1 to 648)

Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
Direct Submission

Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan

Location/Qualifiers

1..648
/organism=""0Oncorhynchus masou formosanus"

/mol_type="mRNA"

/sex="male"

/dev_stage=""adult"

/tissue_lib="liver-cDNA"

/common=""Taiwan salmon"

1..648

/gene="RPL18A"

1..34

/gene=""RPL18A"

35..565

/gene=""RPL18A"

/codon_start=1
/product="ribosomal protein L18a"
/translation="MKASGTLREYKVVGRLLPSVKNPTPPLYRMR IFAPNHVVAKSRF
WYFVSQLRKMKKANGETVYCGLVHEKTPLKVKNFG IWLRYDSRSGTHNMYREYRDLTT
SAAVTQCYRDMGARHRARAHS IH IMKVQE I AANKCRRPA I KQFHDSK IKFPLPHRVLR
RQHKPRFTTKRPNTFF"
566..617
/gene=""RPL18A"

600. .606
/gene=""RPL18A"
/note=""AATAAAA™
184 a 190 c 140 g 134 t

agttcgcagt cagcgagaga caccatgaag gcgtctggca cacttaggga

//

61
121
181
241
301
361
421
481
541
601

gtacaaagtc
catgaggata
ccagctgagg
gaagactccc
aacccacaac
ctatcgtgat
ccaggagatc
gatcaagttc
caagagacca
ataaaatttc

gttgggegee
ttcgctecta
aagatgaaga
ctgaaggtga
atgtaccgag
atgggcgctc
gctgccaata
cccctgeccce
aacaccttct
taattgtaaa

tcctgeccte
accatgtggt
aggccaacgg
agaactttgg
aatacagaga
gccatcgtgce
aatgccgcag
acagggtcct
tctaaagaaa
aaaaaaaaaa

ggttaagaac
ggccaagtct
agagacagtc
catctggttg
cctgaccacc
ccgtgctcac
acctgcaatc
gcgtcgtcaa
ataacctctg
aaaaaaaaaa

58

cccacccctc
cgcttctggt
tactgtggtc
cgttacgact
tctgcagccg
tccatccaca
aagcagttcc
cacaagcccc
ttttcacttt
aaaaaaaa

ctctctaccyg
actttgtctc
tggtgcacga
cccgtagegg
tcacccagtg
tcatgaaggt
acgactccaa
gcttcaccac
gtgcgggaca



SOURCE

Oncorhynchus masou formosanus

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 723)
AUTHORS Liao,L.Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L19 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 723)
AUTHORS Liao,L.Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..723
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
gene 1..723
/gene="RPL19"
5"UTR 1..23
/gene=""RPL19"
CDS 24..617
/gene=""RPL19"
/codon_start=1
/product="ribosomal protein L19"
/translation="MSMLRLQKRLASSVLRCGKKKVWLDPNETNE IANANSRQQIRKL
VKDGL I IRKPVTVHSRARCRKNTLARRKGRHTG I GKRKGTANARMPEKLSWMRRMR I L
RRLLRRYRESHK I DRHMYHSLYLKVKGNVFKNKR I LMEH I HKLKADKARKKLLCDQAE
ARRSKTKEARKRREERLAAKKEE I IKTLSKEEETTKK"*
3"UTR 618..693
/gene=""RPL19"
polyA_signal 673..678

BASE COUNT
ORIGIN

/gene=""RPL19"
/note=""AATAAA"
220 a 186 c

190 g 127 t

//

1
61
121
181
241
301
361
421
481
541
601
661
721

ctttttctat
gcgtcctgeg
ctaacgccaa
agcctgtcac
gaaggcacac
tgtcctggat
ataagattga
agaacaagcg
agcttctgtg
gagaggagcg
agaccaccaa
tcgagtgctg
aaa

cgcagtagca
ctgtggcaag
ctcccgecag
ggtgcactct
aggaattggt
gcgtcgeatg
caggcacatg
tatcctcatg
tgaccaggct
cctggcagca
gaagtaaaca
acaataaagt

gccatgagca tgctcaggct

aagaaggtat
cagatccgta
cgcgececget
aagaggaagg
agaatcctgc
taccacagcc
gagcacatcc
gaggcccgtc
aagaaagagg
gcttcttgtc
gtatgaaaga

ggctggaccc
aactggtaaa
gccgcaagaa
gtacagccaa
gtcgtcttct
tctaccttaa
acaagctgaa
gttccaagac
agatcatcaa
cctggcatgc
ctcaaaaaaa

59

tcaaaagagg
caacgagacc
ggatggtctt
tacgctggca
tgcccgtatg
ccgtcgectac
ggtgaagggt
ggcagacaag
aaaggaggcc
gaccctgtca
acctgctgta
aaaaaaaaaa

cttgcctcca
aatgagattg
atcatccgca
cgtcgcaagg
ccagagaagc
agggagtccc
aacgtgttca
gcccgcaaga
cgtaagcgca
aaggaggagg
cctcgctctg
aaaaaaaaaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus

REFERENCE 1 (bases 1 to 416)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE

Nucleotide sequence of Taiwan salmon ribosomal protein L36 cDNA

JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 416)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..416
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..416
/gene=""RPL36"
5"UTR 1..35
/gene=""RPL36"
CDS 36..353
/gene=""RPL36"
/codon_start=1
/product="ribosomal protein L36"
/translation="MAIRYPMAVGLSKGHPVTKNVTAPKHARRRGRLTKHSKFVRDMI
REVCGFAPYERRAMELLKVSKDKRALKFIKKRIGTHIRAKRKREELSNVLAAMRKAAA
KKD"
3"UTR 354..388
/gene=""RPL36"
polyA_signal 371..376

BASE COUNT
ORIGIN

/gene=""RPL36"
/note="AATAAA"
132 a 92 ¢

112 g 80 t

//

1 gcctteceggt ttgtgegeca

61
121
181
241
301
361

tggggcttag
gacgagggcg
gctttgcgec
ccctcaagtt
agctcagcaa
cttgcaaata

caaaggccac
tctgaccaag
ttacgagagg
catcaagaag
tgtcctggcet
aataaatatt

ttaaagaaag
cccgtaacca
cacagcaagt
cgcgecatgg
aggattggca
gccatgagga
tgtattgcaa

cagacatggc
agaatgtgac
ttgtgcgtga
agttgttgaa
ctcacatccg
aggctgctgc
aaaaaaaaaa

60

tatcaggtat cctatggccg

cgcacccaaa
catgatccgt
ggtgtccaag
cgccaagaga
caagaaggat
aaaaaaaaaa

cacgcccgta
gaggtgtgcg
gataagcgtg
aagagggagg
taaagctgtt
aaaaaa



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 732)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon LECT2 neutrophil chemotactic
factor (LECT2) cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 732)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..732
/organism=""0Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..732
/gene=""LECT2"
5"UTR 1..71
/gene=""LECT2"
CDS 72..542
/gene=""LECT2"
/codon_start=1
/product="LECT2 neutrophil chemotactic factor"
/translation=""MKTAVLLFTVVLIAVLSECEMVKFGQLCSDNSSNRRRTGDRWGQ
GHHGASRGGRTHQGLD IVCNDGATVYAPFDVELNGKV IVYTDPKKAAINDG INLSGEG
LCFKLFYVKPDKYSGMVKKGQRIGTMLTMQSVYPG I TSHVHVQMCDKSDPTKFF"*
3"UTR 543..715
/gene="LECT2"
polyA_signal 693..698

BASE COUNT
ORIGIN

/gene=""LECT2"
/note=""AATAAA"
216 a 142 c

183 g 191 t

//

1 gaagatggaa gctgagcaag

61
121
181
241
301
361
421
481
541
601
661
721

aaggctttac
cagagtgtga
ggacagggga
agggtctgga
tcaacgggaa
acctcagtgg
ggatggtgaa
ggatcacttc
aatggagtcc
gatgggctta
gtataaaata
aaaaaaaaaa

catgaagact
gatggtcaag
cagatgggga
cattgtgtgt
agtgatcgtg
agagggtctg
gaagggccag
tcacgtccac
cttttggtct
ctgtgtttaa
catgcatgct
aa

aatttcttgt
gctgttcttt
tttggtcage
caaggacacc
aatgatgggg
tacacagacc
tgctttaagc
aggattggga
gtccagatgt
ctcaatcaac
aaataataat
gcacatttct

agattttctc
tgtttactgt
tgtgcagcga
acggcgcaag
ccacagtgta
cgaagaaggc
tgttctacgt
ccatgttgac
gtgacaagtc
caataacatg
ttgcttatta
ggaataaagt

61

tttgagtgaa
ggtgctcata
caactccagc
cagaggaggc
tgctccattt
agccatcaac
aaagcctgac
catgcaaagt
tgaccccacc
cttgtaatca
ttataaacat
tttacatgaa

cgcatcatct
gctgtgttgt
aacaggagga
cgtacgcatc
gacgtggaac
gatgggataa
aagtactctg
gtctacccag
aagttcttct
ttggccaata
ttttattaca
ccctgaaaaa



SOURCE Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 1058)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon similar to MASP2-like serine
protease cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 1058)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..1058
/organism=""0Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..1058
/gene=""MASP2"
5"UTR 1..56
/gene=""MASP2"
CDS 57..968
/gene="MASP2"
/codon_start=1
/product="MASP2-like serine protease"
/translation=""MNCAYCACVLAVLLPVSLSVEMTGLFGSFTSPNFPRPYPNNHHT
VWNISVPESHRVKLYFTHFGLEPSHHCEYDY IQVFAEANETLRFCGEGEKEYVDAPSN
TVILSAGNIMSVVFRSDYSNEGRFTGFQAFYTSED INECLSTVDGESVCDHYCHNYVG
GYYCTCRLGYLLHDNKRSCTVPCRGQVLTERSGELTSPGYPSPYPTMSHCNYT ILLPE
GFRVLLDFQEPFDVEGHSDVPCPYDVLKIFTEGREYGPFCGASPPGKIDTGSYQVHVS
FRSDLSGKNKGWK IKHTSLGVQKHSRT™
3"UTR 969..1047
/gene=""MASP2"
BASE COUNT 281 a 257 ¢ 253 ¢ 267 t
ORIGIN
1 agtgtctcag aacgtttgac tatgacactg ttcctctgga atcttctgca gccgagatga
61 actgtgcgta ttgtgcatgt gtcctcgccg tcctgcttcc tgtatctctg agcgtggaaa
121 tgacggggtt gtttggcagc ttcacttccc ccaacttccc tcgcccatac cccaacaacc
181 atcacacagt gtggaacatc tccgtcccag aaagccacag ggttaaactc tacttcaccc
241 acttcggtct ggaaccctcc caccactgcg aatatgatta tattcaggtg tttgcagagg
301 ccaatgagac attgcgtttc tgtggcgaag gggagaaaga gtatgtagac gcccccagta
361 acacagttat cctgtcggct gggaacatca tgtcggtagt cttcagaagt gactactcca
421 atgaggggcg tttcactggc tttcaagcat tttacacctc agaagacatc aatgagtgcc
481 tcagcacagt agatggagag tctgtgtgtg accattattg tcacaattat gttggtggtt
541 attactgcac ttgcaggttg ggatacctgc tccatgacaa caaaaggtcc tgcactgtgc
601 cttgcagagg tcaggtgctg acggagaggt caggagagtt gaccagcccg ggttacccga
661 gtccataccc cacaatgagt cattgtaact acaccatact cctaccagag ggattcagag
721 tgctactgga cttccaggaa ccgtttgacg tagagggcca ctcggatgtc ccctgtccat
781 atgatgtctt gaagatcttt acggaaggac gagagtacgg accgttctgt ggagcatctc
841 ctcctggcaa gatagacacg ggcagttacc aagtacatgt ctcattcagg tcggacctct
901 cagggaaaaa caagggatgg aagattaagc ataccagctt gggagttcaa aagcatagta
961 gaacttaaaa tcacatgcta tgccaatgtg ataccttggt ctgaaatctt gataatccac
1021 atgatattaa aagggcctaa ttcatttaaa aaaaaaaa
//

62



SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

gene
5"UTR

CDS

3"UTR

BASE COUNT
ORIGIN

1 gattgaaaaa

Oncorhynchus masou formosanus (Taiwan salmon)
Oncorhynchus masou formosanus

1 (bases 1 to 890)

Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
Nucleotide sequence of Taiwan salmon NADH dehydrogenase

(ubiquinone) Fe-S protein 3, 30kDa (NADH-coenzyme Q reductase)
(NDUFS3)cDNA

Unpublished
2 (bases 1 to 890)
Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
Direct Submission
Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers
1..890
/organism=""Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="l1liver-cDNA"
/common=""Taiwan salmon"
1..890
/gene=""NDUFS3"
1..12
/gene=""NDUFS3"
13..780
/gene=""NDUFS3"
/codon_start=1
/product="NADH dehydrogenase (ubiquinone) Fe-S protein 3,
30kDa (NADH-coenzyme Q reductase)"
/translation="MAASLVRFVRGGFSRTLNLANRSPCLMQARSETTETKPTVRPKD
AVTHNQLAAFGEYVAEMLPKYVQQVQVTCYNELEVMIHPDGV IPVLTFLRDHSNAQFR
NMIDLTAVDIPTRQNRFEIVYNLLSLRYNSQIRLKTYTDELTPVDSSVSVHNAANWYE
REVWDMYGVFFANHPDLRRILTDYGFEGHPFRKDFPLSGFVEVRYDDEVKRVVAEPVE
LSQEFRKFDLNSPWEVFPAHREAKAPELPAGDKPADK""
781..878
/gene=""NDUFS3"
229 a 216 c

225 g 220 t

acatggcggc gtcgttagtg cgttttgttc gcggaggttt tagcaggact

//

61
121
181
241
301
361
421
481
541
601
661
721
781
841

ttgaatcttg
aaacccactg
tatgtggctg
ttggaggtga
agcaacgctc
aatcgctttg
aagacctaca
aactggtacg
ctgagacgta
ctgtcaggat
gtggagctct
gcccaccgtg
ccatctaccc
gtcccacttg

ccaatcgaag
ttagacccaa
aaatgcttcc
tgatccatcc
agttccgaaa
agattgtgta
ctgacgagct
agagggaggt
ttctgacaga
ttgtggaggt
cacaggagtt
aggccaaggc
cagagataaa
agtccactca

cccatgtctc
ggatgcggte
taaatatgtg
tgacggggtc
catgattgac
caacctgctc
caccccagta
gtgggacatg
ttatgggttt
gcgttatgat
tcgtaagttt
acctgagctg
atccccgtat
agtatttatg

atgcaagcga
acccataacc
cagcaagtcc
atccctgtgt
cttactgcag
tccctgeget
gactcctctg
tatggggttt
gaggggcatc
gatgaggtga
gacctgaaca
ccagctgggg
ttaatatttc
taaataagaa

63

gatccgagac
aacttgcagc
aggtgacgtg
tgacctttct
ttgacattcc
acaactccca
tgtctgtcca
tcttcgecaa
cgtttaggaa
agcgcgtggt
gtccgtggga
ataagccagc
tgtactgtcg
aaaaaaaaaa

tactgaaaca
ttttggagaa
ttacaatgag
gagagaccac
cacccgccag
gatccgtttg
caacgcagcc
ccaccctgac
ggacttccca
ggcagagcct
ggtgttccca
tgacaagtaa
atggactcat



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 774)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon nucleoside diphosphate kinase
cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 774)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (25-N0OV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..774
/organism=""0Oncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
gene 1..774
/gene=""NDPK"
5"UTR 1..37
/gene=""NDPK"*
CDS 38..493
/gene=""NDPK"
/codon_start=1
/product="nucleoside diphosphate kinase"
/translation="MSNEERTFIAIKPDGVQRRLVGD I IKRFELKGFKLVGMKFIQAP
ESLLKKHYADLKDRPFFPGLVSYMASGPVVAMVWEGLNVVKTGRVMLGETNPADSKPG
TIRGDYCIQVGRN I IHGSDSVESANTE INLWFKPEELCSYTSCSSSWLY""
3"UTR 494..748
/gene=""NDPK"
polyA_signal 727..733
/gene=""NDPK"
BASE COUNT 224 a 192 ¢ 186 g 172 t
ORIGIN
1 gacagtccgt cgcgaacacg ttcagtcacc aagcgccatg tcaaacgagg agcggacgtt
61 cattgccatc aagccagatg gagttcagag gaggcttgtc ggagatatca tcaagagatt
121 tgagctaaag ggcttcaaac tggtggggat gaaattcatc caggccccag agtctctgct
181 gaagaagcac tatgccgacc tgaaggacag acccttcttc cctggtctcg tcagctacat
241 ggcctccgge ccagtggtgg ctatggtgtg ggaggggttg aatgtggtga agaccggcag
301 agtgatgctc ggagagacca accctgccga ctccaaaccc ggcaccatcc gaggagacta
361 ctgcatccaa gtgggcagga acatcatcca tggcagtgac tccgtagaga gtgctaacac
421 agagatcaac ctgtggttca aacctgagga gctgtgcagt tacactagct gctccagcag
481 ctggctctac tgaggagctg aaggctacaa gttgccccta ggcacaggtc taggatcaat
541 ttactatcca taaaccatca gcattagaag ggggaaaata aatctcttcc tggccactga
601 ggaccacacc acttcctgtt catcttctgt acccatctgt aattggtcca tcgctgataa
661 cattcattcc tctggacgta cagttgtcat agtgaatgtt ttttattgtc atttgttcag
721 ctttccaata aaaaaaaatc acaaccccaa aaaaaaaaaa aaaaaaaaaa aaaa

//

64



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 887)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon secreted phosphoprotein 24
cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 887)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (25-N0OV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..887
/organism=""0Oncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..887
/gene=""spp2"
5"UTR 1..47
/gene=""spp2"
CDS 48..626
/gene=""spp2"
/codon_start=1
/product="secreted phosphoprotein 24"
/translation=""MKWCVLMLALLQSLCCSGLPLYQSELASTADKALVVTMTQVNNL
YAGLRLYRVTRGS IKRVVPLGLNTYDLMMNFG IKETDCLKSSGEDPQRCAFRVGFFAP
AASCTARVRVTAELTQVVSLNCGQDSSSSESSSEENFTRKRQQLNVQQSGNRGPVLPG
FSEATLFPSRSFSRQVEPQP IPRGDS IGNHLE"
3"UTR 627..872
/gene=""spp2"
BASE COUNT 220 a 222 ¢ 222 ¢g 223 t
ORIGIN
1 aattcggcca ttacggccag ggtgctttgt tttttgctag acagaagatg aagtggtgtg
61 ttctcatgct ggccttgctg cagtctttgt gctgctcagg cttgcccctg taccagtcag
121 agttggcgtc cacggcagac aaggctctcg tcgtgaccat gacccaagtc aacaatctgt
181 acgctggcct tcgtctatac cgagtcaccc gtggctctat caaaagggtt gttcctttgg
241 gattgaacac ttatgacctg atgatgaact ttgggatcaa ggagacggac tgtctgaaga
301 gttctggaga agacccacag agatgtgctt tcagagtggg cttctttgcg ccggccgect
361 cctgcaccgc acgtgttcgc gtcactgcag agctcactca ggttgtgtcc ctgaactgtg
421 gtcaggacag ctccagctcc gagtccagta gtgaagagaa cttcacgagg aagaggcagc
481 agttgaacgt gcaacaatct gggaacaggg gccctgtcct gcctggcttc tctgaggcca
541 ctctctttcc cagtcgctct ttctccagac aagtggagcc tcaaccgatc ccaaggggcg
601 acagcatcgg caaccacctg gagtgactcg gcacgacaca cccggagtgt attcaatgat
661 gtgaaacgtt acgagtgttg cagatagaat agggaattgt cagctctata cagtacaatt
721 ctgaatgaca accatatctg ttctacacca tacatttcta tctgaatgtg acattttcct
781 tatcacgccc tgacagtact cggaaaacag ggaggttctg atagtggcgc tggaacctaa
841 gagataattt ccaattaaat tgattactct tcaaaaaaaa aaaaaaa

//
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SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE
JOURNAL

REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

gene
5°UTR

CDS

Oncorhynchus masou formosanus (Taiwan salmon)
Oncorhynchus masou formosanus
1 (bases 1 to 943)
Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
Nucleotide sequence of Taiwan salmon cyclophilin B cDNA
Unpublished
2 (bases 1 to 943)
Chen,S.-F., Liao,L.-Y.,
Direct Submission
Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers

1..943

/organism=""0ncorhynchus masou formosanus"

/mol_type=""mRNA"

/sex="male"

/dev_stage=""adult"

/tissue_lib="liver-cDNA"

/common=""Taiwan salmon"

1..943

/gene=""ppib"

1..5

Lee,C.F. and Chou,Y.C.

/gene=""ppib"

6..656

/gene=""ppib"

/codon_start=1

/product="peptidylprolyl isomerase B (cyclophilin B)"

/translation="MVRICERRMKFLVAVTVIVGSVIFLLFPSGSDADEKQKGPKVTA
KVYFDIRIGDEDVGRIVIGLFGKTVPKTVENF I TLATGEKGFGYKSSKFHRV IKDFMI
QGGDFTRGDGTGGKS 1 YGDRFPDENFKLKHYGPYWLSMANAGKDTNGSQFFITTIQTP
WLDGKHVVFGKILEGTDVVKKIEGTKTDGRDKPLKDVS IHDCGKIEVEKPFAIAKE™
657..927
/gene="ppib"
265 a 189 c

3"UTR

BASE COUNT
ORIGIN
1 ggttcatggt tcggatctgc

264 g 225t

gagagaagga tgaagttttt ggtcgcggtc acggtcatcg

//

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901

ttgggtcggt
gcccaaaagt
gaattgtcat
tagcaactgg
attttatgat
atggagatcg
gcatggccaa
caccttggtt
tgaagaagat
tccacgactg
aagtcaactt
ctgttttgtt
gaagctgccc
aacaggcatt
tcttcataaa

gatatttctg
cacggccaag
tgggttgttt
agagaaagga
ccagggeggt
cttccctgat
cgctggcaag
ggatggcaag
cgagggcaca
tggcaagatt
tattaaatgg
taccactggg
attgaagtta
ccagtatggt
ggatccaggt

cttttcccga
gtttatttcg
gggaaaacgg
tttggctaca
gacttcacca
gagaatttca
gacaccaacg
cacgtggttt
aagacagacg
gaagtggaga
gggagcagga
gtcctgtagt
agtgccagat
tgttgtgcag
ttgttagaaa

gcggatcaga
acatcagaat
tacccaagac
aaagcagcaa
gaggagatgg
agctgaagca
gctcccagtt
tcggaaaaat
gccgggacaa
aacccttcgc
ctgtgggatg
ggggctcctg
caacgcaaag
ctgatacctg
aaaaaaaaaa
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cgctgacgag
tggagatgag
ggttgagaac
gttccacaga
cactggcggce
ctacggacct
ctttatcacc
tttggaaggc
gcccctcaaa
gattgccaag
taggtagacc
cacgggttgt
gcatactggg
ctcattttgt
aaa

aaacagaagg
gatgttggcc
ttcattacac
gttatcaagg
aagagcatct
tactggctga
accattcaga
acggatgtgg
gatgtgtcca
gagtaaaaac
atggaatttt
cctggtagca
tccatttcca
aaaggataca



SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 825)
AUTHORS Chen,S.-F., Laio,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Taiwan salmon(Oncorhynchus masou formosanus) mRNA encoding
prostaglandin D synthase
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 825)
AUTHORS Chen,S.-F., Laio,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (24-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..825
/organism=""0Oncorhynchus masou formosanus"
/mol_type=""genomic DNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver cDNA-l1ib"
gene 1..825
/gene=""ptgds"
5"UTR 1..64
/gene=""ptgds"
CDS 65..610
/gene=""ptgds"
/codon_start=1
/product="prostaglandine D synthase"
/translation="MRLSIMGVLLCATLAACVNVMPQKDFNLEKMAGKWWAVGFATNA
KWFMNRKAGMKMGTSMMLPTAEGDLD I SSAMRNADGSCWRMTELARKTD IPGRFTFTS
QRWNNENDMRVVAVQYDDFAL IHT IKTKHGVTDVLNKLFSRTPEVSADVQKKFMQFSL
DTGILSGNIVFLPNNGECAEA™
3"UTR 611..801
/gene=""ptgds"
polyA_signal 776..782

BASE COUNT
ORIGIN

/gene=""ptgds"
/note=""AATAAAA™

243 a 204 c 184 ¢ 194 t

1 gactcatttt

61
121
181
241
301
361
421
481
541
601
661
721
781

//

aaccatgagg
cgtcatgcct
ctttgccacc
catgatgctg
tggctcttgc
cttcaccagc
tgactttgct
actcttcagt
tctggataca
cgaggcataa
tccatttcac
tttataccac
aagatgataa

cctcctcaca
ctgagcataa
cagaaagact
aacgccaagt
cccactgccg
tggaggatga
cagcgttgga
ctgatccaca
cgcactccag
ggaatcctct
atgttcactc
atccaaactc
aaatttgaat
aaaaagcaaa

cacaccccgg
tgggagttct
tcaacctgga
ggtttatgaa
aaggtgacct
ctgaactggc
acaatgaaaa
ccatcaagac
aggtgagcgc
ctgggaacat
atcccattct
ttttcctgga
tattttcagc
gaaaaaaaaa

agagtcgagc
gctgtgtget
gaagatggct
ccgtaaggct
ggacatcagc
caggaagact
tgacatgcgt
caaacacgga
ggatgtccag
tgttttcctg
cgctctgcta
agaagcctga
cgattcaatt
aaaaaaaaaa
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catcacacac

acgctggccg

ggtaagtggt
ggtatgaaga
agcgctatgce
gacataccag
gtggtagctg
gtaactgacg
aagaagttca
cccaacaacg
ctcttctact
agactgcata
cattatgaac
aaaaa

acacatctgt
cctgtgtcaa
gggccgtggg
tgggaacttc
gcaacgctga
gccgettcac
tccagtatga
tgctcaacaa
tgcagttctc
gtgaatgtgc
ggcatctgtc
tattgaggga
aaaataataa



SOURCE Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 907)
AUTHORS Chen,S.F., Liao,L.Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon retinol-binding protein 2 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 907)
AUTHORS Chen,S.F., Liao,L.Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..907
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..907
/gene=""RBP2"
5"UTR 1..34
/gene=""RBP2"
CDS 35..613
/gene=""RBP2"
/codon_start=1
/product="retinol-binding protein 2"
/translation=""MLRICVALCVLATCWAQDCQVSN IQVMQNFDRSRYTGRWYAVAK
KDPVGLFLLDNVVAQFSVDESGKMTATAQGRV I ILNNWEMCANMFGTFEDTPDPAKFK
MRYWGAAAYLQSGNDDHWV IDTDYDNYAIHYSCREVDLDGTCLDGYSFIFSRHPTGLR
PEDQK1VTDKKKDICFLGKYRRVSHTGFCESS™
3°UTR 614..888
/gene=""RBP2"
polyA_signal 873..879
/gene=""RBP2"
/note=""AATAAAA"
BASE COUNT 275 a 213 ¢ 201 g 218 t
ORIGIN
1 gagctctaag gcacctcaga ctttacaagg caacatgctg agaatctgtg tggccctctg
61 tgttctggcg acatgctggg cacaggactg tcaggtttca aacattcagg tcatgcagaa
121 cttcgacaga agcaggtata ctggtaggtg gtatgctgtg gccaagaaag atcctgttgg
181 tctgttcctc ctggacaatg ttgttgctca gttctcagta gatgaaagtg gcaaaatgac
241 tgcaactgcc cagggaagag ttatcatcct taacaactgg gaaatgtgtg ccaacatgtt
301 cggcaccttc gaggacactc cagaccctgc caagttcaag atgagatact ggggcgctgc
361 tgcatacctc cagtctggaa acgatgacca ctgggtcatt gacactgact acgacaacta
421 tgccatccac tactcctgca gagaagttga cctggacggc acctgcctgg atggatactc
481 cttcatcttc tcccgccacc ctaccggtct gaggcctgaa gaccagaaga ttgtcactga
541 caagaaaaag gacatctgct tcctcggcaa atacagacgt gtttcacaca ctggtttctg
601 tgaaagcagc tgatctggaa ctggtcagat ggatatcatg ggtgtaaaat tccacatatc
661 agaatcaggc tgtaaatata aaccatgttc cacaacaaaa caaaccaaca gtcactggcc
721 agccccttcc agcagttgtg gaactttgcc gttaccaaag acagccatca atcaaccaac
781 caaatgattt gtatccgaat gtatcacgaa aggatatagg atactttact gattgacatt
841 gtatgatgta gtcttgaatg actttttgaa ataataaaac acaatggtaa aaaaaaaaaa
901 aaaaaaa

//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 651)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon RNase 2 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 651)
AUTHORS Chen,S.F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (29-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..651
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..651
/gene=""RNAse_Pc""
5"UTR 1..138
/gene=""RNAse_Pc"
CDS 139..561
/gene=""RNAse_Pc""
/codon_start=1
/product="RNase 2"
/translation=""MCATVMVHSQPAD I SHRYTHFLRQHVKGDMT I QKCQGVMGYLEL
TESDSANCKVKNTF IKANSNQVRAICTGGGTPMGNSLFESNNRFPVV I CKHKCKKKTL
CQHTHPRCEYEGSSSTRKVVIACEREWPVHYGDDILIV*
3"UTR 562..624
/gene=""RNAse_Pc""
BASE COUNT 213 a 133 ¢ 146 g 159 t
ORIGIN
1 gactcacttc acagtggaga cactcaaaca gatatctgag gacaaaaaac accttatcag
61 tcacactgaa ggccattgaa cccagttgcc agagttgatg ccatggggtt ccagagggct
121 ttcctgttcc tggtgttgat gtgtgcgaca gtgatggtac acagtcaacc ggccgacatc
181 agccatcgtt atacacactt cctccgacag cacgtcaagg gggatatgac aatacagaag
241 tgtcagggtg tgatgggcta cttggagttg actgagtctg atagcgcaaa ttgcaaagta
301 aaaaacacat tcattaaagc caattcaaat caggtcaggg ccatttgtac tgggggtggc
361 acacctatgg gcaacagtct gtttgaaagc aataatcgct tccctgtagt catatgtaag
421 cacaagtgta aaaagaaaac gctatgtcaa cacactcatc cccgatgtga atatgagggt
481 tcttcgtcca ccaggaaagt tgttattgct tgtgaacgag aatggccagt gcactatggc
541 gacgatatac ttattgtcta atttggcaga ttgctatgaa ctggttctct gaaataaata
601 ataatatgcc taatttgaca cctgaaaaaa aaaaaaaaaa aaaaaaaaaa a

//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 851)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein S3 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 851)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (02-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..851
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..851
/gene=""rpS3"
5"UTR 1..26
/gene=""rpS3"
CDS 27..764
/gene=""rpS3"
/codon_start=1
/product="ribosomal protein S3"
/translation=""MAVQISKKRKFVADG I FKAELNEFLTRELAEDGYSGVGVRVTPT
RTEI11LATRTQNVLGEKGRRIRELTAVVQKRFGFPEGNVELYAEKVATRGLCAIAQA
ESLRYKLLGGLAVRRACYGVLRFIMESGSKGCEVVVSGKLRGQRAKSMKSVDGLMIHS
GDPVNYYVDTAVRHVLLRQGVLG IKVK IMLPWDPSGK I GPKEPLPDHVSIVEPKDET I
PSTPVSEQKGAKPEAPAAMPQTPVPTA™
3"UTR 765..834
/gene=""rpS3"
polyA_signal 822..828
/gene=""rpS3"
/note=""AATAAAA™
BASE COUNT 210 a 205 c 257 ¢g 179 t
ORIGIN
1 ctctcctgtc agcggcctca ggcaaaatgg cggtgcaaat atctaagaag aggaagttcg
61 tcgcggacgg aatcttcaaa gccgagctga acgagtttct gacgcgcgaa cttgcggagg
121 atgggtactc cggtgtgggg gtgcgtgtaa ccccgaccag gaccgagatc atcatcctgg
181 ccacaaggac ccagaatgtt ctgggagaga agggtcgtcg catccgggag ctgaccgctg
241 ttgttcagaa gaggtttggc ttccctgagg gcaatgtgga gctgtatgct gagaaggttg
301 caacccgtgg tctttgtgcc attgctcagg cggagtctct gcgctacaag ttgctgggag
361 gtctggctgt acgtagagct tgctatggtg tgctgaggtt catcatggag agtggctcta
421 agggttgtga agtggtggtt tctgggaagc tgaggggtca gagggccaag tccatgaagt
481 ctgttgatgg cctgatgatc cacagtggag acccagtcaa ctactacgta gacaccgctg
541 tacgccacgt cctgctccga cagggtgtgc taggcatcaa ggtgaagatc atgttaccat
601 gggaccccag tggtaagatc ggccccaagg agcctctgcc agaccatgtg agcattgtgg
661 agcccaaaga cgagactatc ccctccaccc ctgtgtcgga gcagaagggt gccaagccag
721 aagccccagc agccatgcca cagactcctg tacccaccgc atagtagaca ggtttcgaac
781 attgttcgta gatggaagca gaccctgcat tttctgtaca aaataaaacc tgagaaaaaa
841 aaaaaaaaaa a
//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 865)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein ribosomal
protein S3a cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 865)
AUTHORS Liao,L.-Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (02-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..865
/organism=""0Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..865
/gene="rpS3a"
5"UTR 1..23
/gene=""rpS3a"
CDS 24..824
/gene=""rpS3a"
/codon_start=1
/product="ribosomal protein S3a"
/translation="MAVGKNKRLTKGGKKGAKKK I VDPFSKKDWYDVKAPAMFNIRNI
GKTLVSRTQGTRIASDGLKGRVFEVSLADLQNDEVAFRKFKL I SEDVQGKNCLTNFHG
MDLTRDKMCSMVKKWQTM I EAHVDVKTTDGYLLRLFCVGFTKKRTNQ IRKTSYAQHQQ
VRQIRKKMME IMTREVQTNDLKEVVNKL IPDSVGKD I EKACQS 1 YPLHDVYVRKVKML
KKPKFELGKLMELHGEGGGSSTAKPSGDDTGAKVDRADGYEPPIQETV"
3"UTR 825..843
/gene="rpS3a"
BASE COUNT 250 a 220 c 235 g 160 t
ORIGIN
1 gtctttcact ccctatagcc aacatggcag tcggcaagaa taagaggctg accaaaggtg
61 gcaaaaaagg tgccaaaaag aagattgtcg accctttttc caagaaggac tggtatgatg
121 tcaaggcacc cgctatgttc aacatccgca acattggcaa gaccttggta tccaggactc
181 agggaaccag aatcgcctct gatggtctga agggacgtgt cttcgaggtg agcctcgctg
241 acttgcagaa cgatgaggtg gccttccgca agttcaagct gatctcagaa gacgtgcagg
301 gcaagaactg cctgaccaac ttccacggca tggacctgac ccgtgacaag atgtgctcca
361 tggtcaagaa gtggcagacc atgattgagg cccatgtgga cgtgaagacc accgacggct
421 acctcctgcg tctgttctgc gtcggcttca ccaagaagcg caccaaccag atcaggaaga
481 cgtcgtacgc ccagcaccag caggtccgtc agatcaggaa gaagatgatg gagatcatga
541 cccgtgaggt ccagaccaac gacttgaagg aagttgtcaa caagctgatc cctgactctg
601 ttggcaagga cattgagaag gcctgccagt ccatctaccc actccacgac gtctacgtca
661 ggaaggttaa gatgctgaag aaacccaagt ttgagttggg caaactgatg gagctacacg
721 gtgagggtgg tggcagcagt acagccaagc cctctgggga tgacactggg gctaaggtgg
781 atagggccga cggctacgag ccccccatcc aagagaccgt ctaaatgcct gaccgattta
841 acgaaaataa aaaaaaaaaa aaaaa

//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 556)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon ribosomal protein S14 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 556)
AUTHORS Liao,L.Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (02-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..556
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..556
/gene=""rpS14"
5"UTR 1..26
/gene=""rpS14"
CDS 27..482
/gene=""rpS14"
/codon_start=1
/product="ribosomal protein S14"
/translation="MAPRKGKEKKEEQV IALGPQVAEGENVFGVCHIFASFNDTFVHV
TDLSGKET I CRVTGGMKVKADRDESSPYAAMLAAQDVAQRCKELG I TALHIKLRATGG
NRTKTPGPGAQSALRALARSGMKIGRIEDVTPIPSDSTRRKGGRRGRRL""
3"UTR 483..527
/gene=""rpS14"
polyA_signal 510..516

BASE COUNT
ORIGIN

/gene=""rpS14"
/note=""AATAAAA"

154 a 142 c 148 ¢ 112 t

agagacacac acagctatgg cacctcgtaa

gggtaaggaa aagaaggaag

1 gggctttaga
61

121
181
241
301
361
421
481
541
//

aacaggtcat
acatctttgc
ctatctgccg
acgccgcecat
ccctccacat
cacagtctgc
tcacccctat
aaatgtgctt
aaaaaaaaaa

cgccctggga
atccttcaac
tgtgactggt
gttggccgece
caagttgagg
tctccgtgee
tccatcagac
attttgagtt
aaaaaa

ccccaggttg
gacaccttcg
ggtatgaagg
caggacgtcg
gccacgggeg
ttggctcgtt
agcacccgca
ttttcactca

ccgaaggcga
ttcacgtcac
tgaaggccga
cccagaggtg
ggaacagaac
ctggcatgaa

gaaagggagg
ataaaaggtt
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gaatgtcttt
tgatctttct
cagagacgag
caaggagctg
Caag acccct
gattgggcge
tcgtcgtggg
aattccgaaa

ggagtctgcc
ggcaaggaaa
tcctecccect
ggaatcactg
ggaccaggcg
atcgaggatg
cgtcgtctgt
aaaaaaaaaa



SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL
REFERENCE
AUTHORS

TITLE
JOURNAL

FEATURES
source

gene
5"UTR

CDS

3"UTR

Oncorhynchus masou formosanus (Taiwan salmon)
Oncorhynchus masou formosanus
1 (bases 1 to 401)
Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
Nucleotide sequence of Taiwan salmon ribosomal protein ribosomal
protein S21 cDNA
Unpublished
2 (bases 1 to 401)
Liao,L.-Y., Chen,S.F., Chang,W.C., Lin,K.P. and Chou,Y.C.
Direct Submission
Submitted (02-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
Location/Qualifiers
1..401
/organism=""0Oncorhynchus masou formosanus"
/mol_type="mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
1..401
/gene=""rps21"
1..75
/gene=""rps21"
76..327
/gene=""rps21"
/codon_start=1
/product="ribosomal protein S21"
/translation=""MQNDAGEFVDLYVPRKCSASNRI IGAKDHASIQINIAEVDKATG
RFNGQFKTYAICGAIRRMGEADDSLLRLAKTDS IVSKNF"*
328..371
/gene=""rps21"

polyA_signal  356..362

BASE COUNT
ORIGIN

/gene=""rps21"
/note=""AATAAAA"
136 a 100 c 86 g 79 t

1 gctttttcct gtcagccatt tgtgataaaa gatcgagtga ccgatcatca tcacccctcc
61 ccaaaaaaaa acagaatgca gaacgacgct ggtgaattcg tggacctgta cgtcccacgt
121 aaatgctctg caagcaacag aatcatcggc gccaaggacc acgcctctat ccagatcaac
181 attgctgagg ttgacaaggc aaccggtcgc ttcaatggcc agttcaagac ctacgctatc
241 tgcggtgcca tccgtagaat gggcgaggct gacgactccc tcctgaggct ggccaagacc
301 gacagcatcg tgtcaaagaa cttctaggag aggagcctct ggaatccctt tgtaaaataa
361 aaatgaattg taaaaaaaaa aaaaaaaaaa aaaaaaaaaa a

//
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SOURCE Oncorhynchus masou formosanus (Taiwan salmon)
ORGANISM Oncorhynchus masou formosanus

REFERENCE 1 (bases 1 to 1038)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Nucleotide sequence of Taiwan salmon endopeptidase spl8 (SPC18)cDNA

JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 1038)
AUTHORS Chen,S.-F., Liao,L.-Y., Lee,C.F. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (30-NOV-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..1038
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..1038
/gene=""SPC18"
/note="signal peptidase complex (18kD)"
5"UTR 1..128
/gene=""SPC18"
CDS 129..668
/gene="'SPC18"
/codon_start=1
/product="signal peptidase complex (18kD)"
/translation=""MLSLDFLDDVRRMNKRQLYYQVLNFGMIVSSALMIWKGLMVLTG
SESP1VVVLSGSMEPAFHRGDLLFLTNRVEDPIRVGEIVVFRIEGREIP1VHRVLKIH
EKENGE IKFLTKGDNNSVDDRGLYKPGQHWLEKKDVVGRARGFVPY IGIVTILMNDYP
KFKYAVLFLLGLFVLVHRE"
3"UTR 669..1025
/gene="'SPC18"
BASE COUNT 296 a 186 c 241 g 315 t
ORIGIN
1 gccggctgag tgttcccgga agatttggat gcaagtttct cggacgttca cccatatgtt
61 cgctttttat gtatcgatca ctggttttta tttaatttag gtcattttat aaactcaata
121 ctgggacgat gttgtcttta gatttccttg atgatgtgcg gcggatgaat aagcgccagc
181 tctactacca ggtgcttaat tttggtatga tagtgtcctc agccctgatg atctggaaag
241 gactgatggt cttgacaggc agcgagagcc ctattgttgt cgtcctcagt ggaagtatgg
301 aacctgcttt ccatcgagga gaccttctgt tcctgacaaa ccgggttgaa gaccccatca
361 gagtcggaga gattgtggtc ttcaggatag agggcagaga gatccccata gtacacagag
421 tactaaagat tcatgaaaag gaaaatggcg aaatcaagtt cctgaccaaa ggtgacaaca
481 actctgtaga tgacagaggg ctgtacaagc cgggacagca ctggctagag aagaaagacg
541 tggtgggacg agccagaggg tttgtgccat acatcggaat cgttactatt ctgatgaacg
601 actatcccaa attcaagtac gctgttctct tcctgctggg tctgtttgtc ctggtccatc
661 gggagtgagg aagagactac ctaactatct gccacagagg aagaattgga aatccccacc
721 ccaccatgcc tttcaagaca gaattatgtt gattatgtca aattaagttg ctttttccct
781 accatgtgtt ttgaattgtc tagaaatgtg gatagtgttt acattatata aaaacaagca
841 ttcattattt ttgtgaggga aattagatat aagttaagta aaataaagag ctgtatttct
901 ttaattcttt tcagaacatg aatcacattt tagatgggtt aatgtgtatt tgtttcactt
961 tttaattggg ctttgcttga atatgaatga cagtgatatg tttgtgactt aaatatgaca
1021 tctgtaaaaa aaaaaaaa

//
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SOURCE

Oncorhynchus masou formosanus (Taiwan salmon)

ORGANISM Oncorhynchus masou formosanus
REFERENCE 1 (bases 1 to 534)
AUTHORS Liao,L.Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.

TITLE Nucleotide sequence of Taiwan salmon ribosomal protein L32 cDNA
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 534)
AUTHORS Liao,L.Y., Chen,S.-F., Chang,W.C., Lin,K.P. and Chou,Y.C.
TITLE Direct Submission
JOURNAL  Submitted (01-DEC-2007) Dept. of Medical Technology, Chung Hwa
University of Medical Technology, 89, Wen Hwa 1st St., Jente,
Tainan 717, Taiwan
FEATURES Location/Qualifiers
source 1..534
/organism=""0ncorhynchus masou formosanus"
/mol_type=""mRNA"
/sex="male"
/dev_stage=""adult"
/tissue_lib="liver-cDNA"
/common=""Taiwan salmon"
gene 1..534
/gene=""RPL32"
5"UTR 1..55
/gene=""RPL32"
CDS 56..463
/gene=""RPL32"
/codon_start=1
/product="ribosomal protein L32"
/translation="MAALRPLTKPKIVKKRVKKFIRHQSDRYVKVTKSWRKPRG IDNR
VRRRFKGQMLMPN IGYGSNKKTKHMLPSGFRKFLVHN IKELEVLMMSNKTHAAE I AHN
VSSKNRKL I VERAAQLAITKITNPNARLRSEENE™
3"UTR 464 ..505
/gene=""RPL32"
polyA_signal 481..487

BASE COUNT
ORIGIN

/gene=""RPL32"
/note=""AATAAAA"

172 a 135 ¢ 124 ¢ 103 t

1

61

121
181
241
301
361
421
481

//

cctttccttt
agccctccga
ccatcagtct
caacagagtc
caacaagaag
caaggagctg
cgtgtcttcc
caccaacccc
aataaaacac

cggccgttge
cctcttacta
gacagatatg
cgcaggcggt
actaagcaca
gaggtcctca
aagaacagga
aatgccagac
atgtttaaat

tgactccctt
agccgaagat
tcaaggtcac
ttaagggcca
tgctgccctc
tgatgagcaa
agctgattgt
tccgecagega
gccagaaaaa

cctaaaatta
cgtcaagaag
gaaaagctgg
gatgctgatg
tggcttcagg
caagacccat
ggagagagca
ggagaacgag
aaaaaaaaaa
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cacaggcggg tcaccatggc

agggttaaga
cgtaagccca
cccaacatcg
aagttcctgg
gctgctgaga
gcccagetgg
tgatccagcc
aaaaaaaaaa

agtttattcg
ggggtattga
gttatggtag
tgcacaacat
ttgcccacaa
ccatcaag at
attatttccc
aaaa
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