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ABSTRACT  The main purpose of this study was to select a set of microsatellite
markers in order to distinguish the Styan’s Bulbul, Light-vented Bulbul, and suspected
hybrids (gray-faced Styan’s Bulbul). We screened 67 primer pairs developed from four
bird species and found only nine of these loci were polymorphic in Styan’s Bulbul,
Light-vented Bulbul and/or the gray-faced Styan’s Bulbul. After excluding two loci
which were not in Hardy-Weinberg equilibrium, and one locus which was monomorphic
in both Styan’s Bulbul and Light-vented Bulbul, only six polymorphic loci were used in
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subsequent analyses. The mean of alleles per locus varied from 2.89 to 3.67, mean of
observed heterozygosity ranged from 0.236 to 0.433, and mean of expected
heterozygosity ranged from 0.308 to 0.409. No significant population differentiation
was found in Styan’s Bulbul, Light-vented Bulbul, or gray-faced Styan’s Bulbul, as
revealed by low Fsr value and Bayesian population assignment test. However,
correspondence analysis showed significant difference among the three populations on
the first two axes (CA1l and CA2). This indicated that these markers could distinguish
Styan’s Bulbul and Light-vented Bulbul. The gray-faced Styan’s Bulbul might be the
offspring of backcross between hybrid bulbuls and Styan’s Bulbuls. More polymorphic
microsatellite markers should be found to distinguish these two bulbuls and identify

their hybrids.

Keywords: Styan’s Bulbul, Light-vented Bulbul, hybridization, microsatellite
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AM97 J=T kR 5 0.750 0.637
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